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Figure S1 - Comparison of the number of genes expressed in leaf and root tissues, as well as between genotypes, in the control condition
(A), after 75 min of physiological stress (B) and after 150 min of physiological stress (C). Comparisons were performed with treatments
between the leaf and root of the BAT 477 genotype (a), between the leaf and root of the Pérola genotype (b), between BAT 477 and
Pérola considering the leaf tissue (c) and between BAT 477 and Pérola considering the root tissue (d).



