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Table S8. Number of variants identified after each Base Quality Score Recalibration (BQSR) step.

Variants \ Haplotype caller step Without First Second
BQSR BQSR BQSR
BAT 477 SNPs 119,371 119,573 119,572
Insertions 7,141 6,596 6,591
Deletions 7,560 7,260 7,261
Pérola SNPs 96,061 96,198 96,192
Insertions 6,180 5,643 5,638
Deletions 6,697 6,411 6,412
All SNPs 134,870 135,175 135,167
Insertions 8,194 7,656 7,652
Deletions 8,749 8,462 8,464
Total 151,813 151,293 151,283




