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Supplementary Figure 5. Analysis of lymph node metastasis (LNM).

A. The prognosis of patients with or without LNM based on disease-free survival (DFS) within 3-year follow-up. 

B. The prognosis of with or without LNM in previous data reported in samples from western countries within 3-year follow-up. 

D. MCM2 RNA level and prognosis in LUSC (TCGA). 

E. MCM2 protein level and prognosis in previous data reported in samples from western countries within 3-year follow-up. 

F. MCM2 protein expression and clinical stage in tissue microarray (TMA) assay.

Supplementary Figure 5 

C. MCM protein expression in different clusters. 


