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DTH8_1 A T A a A C G T T G G A C GAGAAGGC A G GCG 3bp A C C A GCG G G A A 6bp GCGG4 TT A 0 1 1 f
DTH8_2 A T A a A C G G T G G A C 8bp A G GCG 3bp A C C A GCG G G A A 6bp GCGG4 TT A 4 0 0 nf

DTH8_3 A T A a A C G G T G G A C GAGAAGGC A G GCG GCG A C C A GCG G G A A 6bp GCGG4 TT A 0 0 10 f

DTH8_4 A T A a A C G G T G G A C GAGAAGGC A G GCG 3bp A C C A GCG G G A A 6bp GCGG4 TT A 0 34 1 f

DTH8_5 A T A 19bp A C G G T G G A C GAGAAGGC A G GCG 3bp A C C A GCG G G A A 6bp GCGG4 TT A 0 1 0 nf

DTH8_6 T C C a A T G G G G G C C GAGAAGGC C G 3bp 3bp C C C C GCG G G A A AGGCGG GCGG4 GA G 0 0 7 f
DTH8_7 A C C a A C G G G G A C A GAGAAGGC C T GCG 3bp C C C C GCG G G A C 6bp 12bp GA G 0 0 1 nf

DTH8_8 A C C a A C G G G G G C C GAGAAGGC C T GCG 3bp C C C C GCG G G A C 6bp 12bp GA G 0 0 1 nf

DTH8_9 A C C a A C G G G G G C C GAGAAGGC C G 3bp 3bp C A C C GCG A G G C 6bp 12bp GA G 0 0 2 nf

DTH8_10 A C C a A C A G G A G C C GAGAAGGC C G 3bp 3bp C A C C GCG G G A C 6bp 12bp GA G 0 0 1 nf

DTH8_11 A C C a A C G G G G G C C GAGAAGGC C G 3bp 3bp C A C C GCG G G A C 6bp 12bp GA G 0 0 1 nf

DTH8_12 A C C a G C G G G G G C C GAGAAGGC C G 3bp 3bp C C C C 3bp G G A A 6bp GCGG3 TT G 0 0 3 f

DTH8_13 A C C a A C G G G G G C C GAGAAGGC C G GCG GCG C C T C GCG G G A A 6bp GCG3 TT G 1 0 0 f

DTH8_14 A C C a A C G G G G G C C GAGAAGGC C G GCG GCG C C T C GCG G G A A 6bp GCGG4 TT G 7 8 5 f

DTH8_15 A C C a A C G G G G G C C GAGAAGGC C G GCG GCG C C T C GCG G G A A 6bp GCG3 TT G 18 3 11 f

DTH8_16 A C C a A C G G G G G C C GAGAAGGC C G 3bp 3bp C C T C GCG G G A A 6bp GCGG4 TT G 3 0 1 f

DTH8_17 A C C a A C G G G G G C C GAGAAGGC C G 3bp 3bp C C C C GCG G A A A 6bp GCGG4 TT G 0 0 8 f

DTH8_18 A C C a A C G G G G G C C GAGAAGGC C G 3bp 3bp C C C C GCG G G A A 6bp GCGG4 TT G 0 0 3 f
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Ghd7_35 TC A C C G T C G 3bp G A C C C G G C CC G CC C G G A C C G G G G 3bp G GC G T G G G G G A C A G 0 0 1 f
Ghd7_36 TC A C C G T C G 3bp G A C C C G G C CC G CC C G G A C C G G G G 3bp G GC G A A G G G G A C A G 0 0 3 f
Ghd7_38 TC A C C G C C G 3bp G A C C C G G C CC G CC C G G A C C G G G G 3bp G GC G A G G G G T A C A G 0 1 0 f
Ghd7_39 TC A C C G C C G 3bp G A C C C G G C CC G CC C G G A C C G G G G 3bp G GC G A G G G A G A C A G 0 1 0 f
Ghd7_40 TC A C C T C C G 3bp G A C C C G G C CC G CC C G G A C C G G G G 3bp G GC G A G G G G G A C A G 0 2 0 nf
Ghd7_41 TC A C C G C C G 3bp G A C C C G G C CC G CC C G G A C C G G G G 3bp G GC G A G G G G G A C A G 9 31 0 f
Ghd7_1 TG A C T G C C G CGA G A C C C G A C CT G CC C G G G C C C G G A 3bp G GC G T G G G G G A C A G 1 0 3 f
Ghd7_2 TG A C T G C C G CGA G A C C C G G C TT G CC C G G G C C C G G G 3bp G GC G T G G G G G A C A G 0 0 1 f
Ghd7_3 TC A C C G C C G 3bp G A C C C G G C CC G GC A G G G C C G G A G 3bp G GC A T G G G G G A C A G 1 1 0 f
Ghd7_4 TC A C C G C C A 3bp A A C C C G G T CC G CC C G G G C C G T G G 3bp A GC G T G G G G G A C A G 0 0 1 f
Ghd7_5 TC A C C G C C A 3bp A A C C C G G T CC G CC C G G G C C G G G G 3bp G GC G T G G G G G A C A A 0 0 2 f
Ghd7_6 TC A C C G C G A 3bp A A C C C G G T CC G CC C G G G C C G G G G GTG G GC G T G G G G G A C A G 0 0 1 f
Ghd7_7 TC A C C G C C A 3bp A A C C C G G T CC G CC C G G G C C G G G G 3bp G GC G T G G G G G A C A G 0 0 3 f
Ghd7_8 TC A A C G C C G 3bp G A C C C G G C CC G CC C G G G C C G G G G 3bp G GG G T G G G G G A C A G 0 0 2 f
Ghd7_9 TC A C C G C C G 3bp G A G C C G G C CC G CC C G G G C C G G A G 3bp G CC G T G G G G G A C A G 1 0 5 f
Ghd7_10 TC A C C G C C G 3bp G A C C C G G C CC G CC C G G G C T G G A G 3bp G GC G T G T G G G T C A G 0 0 1 f
Ghd7_11 TC A C C G C C G 3bp G A C C C G G C CC A CC C G A G C C G G G G 3bp G GC G T G G G G G A C A G 0 3 0 f
Ghd7_12 CC A C C G C C G 3bp G A C C C G G C CC G CC C G A G C C G G G G 3bp G GC G T G G G G G A C A G 3 0 0 f
Ghd7_13 TC A C C G C C G 3bp G A C C C G G C CC G CC C G A G C C G G G G 3bp G GC G T G G G G G A C A G 0 0 2 f
Ghd7_14 TC G C C G C C G 3bp G A C C C G G C CC G CC C T A G C C G G G G 3bp G GC G T G G G G G A C A G 0 0 1 f
Ghd7_15 TC G C C G C C G 3bp G A C C C G G C CC G CC C G A G C C G G G G 3bp G GC G T G G G G G A C C G 0 0 1 f
Ghd7_16 TC G C C G C C G 3bp G A C C C G G C CC G CC C G A G C C G G G G 3bp G GC G T G G G G G A C A G 0 0 2 f
Ghd7_17 TC A C C G C C G 3bp G A C C C G G C CC G CC C T G G C C G G G G 3bp G GC G T G G G G G A C A G 0 0 1 f
Ghd7_18 TC A C C G C C G 3bp G A C C C G G C CC G CC C T A G C C G G G G 3bp G GG G T G G G G G A C A G 0 0 1 f
Ghd7_19 TC A C C G C C G 3bp G A C C C G G C CC G CC C T A G C C G G G G 3bp G GC G T G G G G G A C A G 0 0 1 f
Ghd7_20 TC A C C G C C G 3bp G A C C C G G C CC G CC C G G G C C G G A G 3bp G GC G T G G C G G A G A G 2 0 0 f
Ghd7_21 TC A C C G C C G 3bp G A C C C G G C CC G CC C G G G C C G G A G 3bp G GC G T A G G G G A G A G 1 0 0 f
Ghd7_22 TC A C C G C C G 3bp G A C C C G G C CC G CC C G G G G C G G A G 3bp G GC G T G G G G G A G A G 1 0 0 f
Ghd7_23 TC A C C G C C G 3bp G A C C C G G C CC G CC C G G G C C G G A G 3bp G GC G T G G G G G A G A G 15 3 2 f
Ghd7_24 TC A C C G C C G 3bp G A C C C G G C CC G CC C G G G C C G G G G 3bp G GC G T A G G G G A C A G 0 0 3 f
Ghd7_25 TC A C C G C C G 3bp G A C T C G G C CC G CC C G G G C C G G G G 3bp G GC G A A G G G G A C A G 0 0 2 f
Ghd7_26 TC A C C G C C G 3bp G A C C C G G C CC G CC C G G G C C G G G G 3bp G GC G A A G G G G A C A G 0 0 1 f
Ghd7_27 TC A C C G C C G 3bp G A C C G G G C CC G CC C G G G C C G G G G 3bp G GC G A G G G G G A C A G 0 0 1 f
Ghd7_28 TC A C C G C C G 3bp G A C C G G G C CC G CC C G G G C C G G G G 3bp G GC G A A G G G G A C A G 0 0 1 f
Ghd7_29 TC A C C G C C G 3bp G A C C C G G C CC G CC C G G G C C G G A G 3bp G GC G T G G G G G A C A G 0 2 2 f
Ghd7_30 TC A C C G C C G 3bp G G C C C G G C CC G CC C G G G C C G G A G 3bp G GC G T G G G G G T C A G 0 0 1 f
Ghd7_31 TC A C C G C C G 3bp G A C C C G G C CC G CC C G G G C C G G A G 3bp G GC G T G G G G G T C A G 0 0 2 f
Ghd7_32 TC A C C G C C G 3bp G A C C C C G C CC G CC C G G G C C G G G G 3bp G GC G T G G G G G A C A G 0 0 1 f
Ghd7_33 TC A C C G C C G 3bp A A C C C G G C CC G CC C G G G C C G G G G 3bp G GC G T G G G G G A C A G 0 0 1 f
Ghd7_34 TC A C C G C C G 3bp G A C C C G G C CC G CC C G G G C C G G G G 3bp G GC G T G G G G G A C A G 0 0 3 f
Ghd7_37 TC A C C G C C G 3bp G A C C C G G C CC G CA C G G G C C G G G G 3bp G GC G A G G G G G A C A G 0 0 1 f
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Hd1_26 T G G AGG1G A C G T T G G GC C G T A m A A G C C G G A C C T G T G A A AAC C T h G G T C A G A G A CAG3 A n C TT C A C A C G AGA T A AAGA T A C A C C G G 0 5 0 f
Hd1_27 T G G AGG1G A C G T T G G GC C G T A m A A G C C G G A C C T G T G A A AAC C T h G G T C A G A G A CAG3 A 43bp C TT C A C A C G AGA T A AAGA T A C A C C G G 0 6 0 f
Hd1_28 T G G AGG1G A C G T T G G GC C G C A m A A G C C G G A C C T G T G A A AAC C T h G G T C A G A G A CAG3 A n C TT C A C A C G AGA T A AAGA T A C A C C A G 0 2 1 f
Hd1_29 T G G AGG1G A C G T T G G GC C G C A 36bp A A G C C G G A C C T G T G A A AAC C T h G G T C A G A G A CAG3 A n C TT C A C A C G AGA T A AAGA T A C A C C G G 0 2 0 f
Hd1_30 T G G AGG1G A C G T T G G GC C G C A m A A G C C G G A C C T G T G A A AAC C T h G G T C A G A G A CAG3 A n C TT C A C A C G AGA T A AAGA T A C A C C G G 0 3 0 f
Hd1_31 T G G AGG1G A C G T T G G GC C G C A m A A G C C G G A C C T G T G A A AAC C T h G G T C A G A A A CAG3 A n C TT C A C A C G AGA T A AAGA T A C A C C G G 17 0 5 f
Hd1_32 T G G AGG1G A C G T T G G GC C G C A m A A G C C G G A C C T G T G A A AAC C T h G G T C A G A A A CAG3 A n C TT C A C A C G AGA T A 4bp T A C A C C G G 4 1 0 nf
Hd1_33 T G G AGG1G A C G T T G G GC C G C A m A A G C C G G A C C T G T G A A AAC C T h G G T C A G A A A CAG3 A n C TT C A C A C G AGA T A AAGA T A C A C C G G 0 0 1 f
Hd1_34 T G G AGG1G A C G T T G G GC C G C A m A A G C C G G A C C T G T G A A AAC C T h G G T C A G A A A CAG3 A n C TT C A C A C G AGA T A AAGA T A C A C C G G 1 0 0 f
Hd1_39 T G G AGG1G A C G T T G G GC C G C A m A A G C C G G A C C T G T G A A AAC C T h G G T C A G A A A CAG3 A n C TT C A C A C G AGA T A AAGA T A C A C C G G 1 0 1 f
Hd1_1 T G G AGG1G A C G T T G G AA C G C A m A A G C C G G G A A T G T A A A AAC T C a G G T C A G A A A CAG3 A n C 2bpC A C C C G AGA T A AAGA T A C A C C A G 1 0 0 nf
Hd1_2 T G G AGG1G A C G T T G A AA C G C A m A A G C C G G G A A T G T A A A AAC C T b G G T C A G A A A CAG3 A n C TT C A C C C G AGA T A AAGA T A C A C C A G 0 1 0 f
Hd1_3 T G G 6bp G A C G T T G G AA C G C A m A A G C C G G G A A T G T A A A AAC C T c G A T C A G A A A CAG3 A n C 2bpC A C C C G AGA T A AAGA T A C A C C A G 0 1 0 nf
Hd1_4 T G G AGG1G A C G T T G G AA C G C A m A A G C C G G G A A T G T A A A AAC C T c G G T C A G A A A CAG3 A n C 2bpC A C C C G AGA T A AAGA T A C A C C A G 0 1 0 nf
Hd1_5 T G G AGG1G A C G T T G G AA C G C A m A A G C C G G G A A T G T A A A AAC C T c G G T C A G A A A CAG3 A n C TT C A C C C G AGA T A AAGA T A T A C C A G 0 1 0 nf
Hd1_6 T G G AGG1G A C G T G G G AA C G C A m A A G C C G G G A A T G T A A A AAC C T c G G T C A G A A A CAG3 A n C TT C A C C C G AGA T A AAGA T A C A C C A G 0 1 0 f
Hd1_7 T G G AGG1G A C G T T G G AA C G C A m A A G C C G G G A A T G T A A A AAC C T c G G T C A G A A A CAG3 A n C TT C A C C C G 3bp T A AAGA T A C A C C A G 0 1 0 f
Hd1_8 T G G AGG1G A C G T T G G AA C G C A m A A G C C G G G A A T G T A A A AAC C T d G G T C A G A A A CAG3 A n C TT C A C C C G AGA T A AAGA T A C A C C A G 1 7 0 f
Hd1_9 T G G AGG1G A C G T T G G AA C G C A m A A G C C G G G A A T G T A A A AAC C T d G G T C A G A A A CAG3 A n C TT C A C C C G 3bp T A AAGA T A C A C C A G 0 1 0 f
Hd1_10 T G G AGG1G A C G T T G G AA C G C A m A A G C C G G G A A T G T A A A AAC C T e G G T C A G A A A CAG3 A n C TT C A C C C G AGA T A AAGA T A C A C C A G 0 2 0 f
Hd1_11 T G G AGG1G A C G T T G G AA C G C A m A A G C C G G G A A T G T A A A AAC C T c G G T C A G A A A CAG3 A n C 2bpC A C C C G AGA T A AAGA T A C A C C G G 1 3 2 nf
Hd1_12 T G G AGG1G A C G T T G G AA C G C A m A A G C C G G G A A T G T A A A AAC C T d G G T C A G A A A CAG3 A n C 2bpC A C C C G AGA T A AAGA T A C A C C G G 8 1 0 nf
Hd1_13 T G G AGG1G A C T T T G G GC C G C A m A A A C C G G A C C T G T A A A AAC C T f G G T C A G A A A CAG3 T n C TT C A C C T G AGA T A AAGA T A C A C C G A 0 0 1 nf
Hd1_14 T G G AGG1G A C T T T G G GC C G C A m A A A C C G A A C C T G T A A A 3bp C C g G G T C A G A A A CAG3 T n C TT C A C C T G AGA T A AAGA T A C A C C G G 0 0 1 f
Hd1_15 T G G 6bp G A C G T T G G GC T G C C m A A G C C A G A C C T G T A A A GAC C T h G G T C A G A A A CAG3 A n C TT C A C C C T AGA T A AAGA T A C A C C G G 0 0 2 f
Hd1_16 T G C AGG1G A C G T T C G GC C G C A m A A G C C G G A C C T G T A A A AAC C T i G G T C A G A A A CAG3 A n G TT C A C C C G AGA T A AAGA T A C A C C G G 0 0 1 f
Hd1_17 T G C AGG1G A C G T T G G GC C G C A m A A G C C G G A C C T G T A A A AAC C T i G G T C A G A A A CAG3 A n G TT C A C C C G AGA T A AAGA T A C A C C G G 1 0 7 f
Hd1_18 T G C AGG1G A C G T T G G GC C G C A m A A G C C G G A C C T G T A A A AAC C T h G G T C A G A A A CAG3 A n G TT C A C C C G AGA T A AAGA T A C A C C G G 0 0 1 f
Hd1_19 T G G AGG1G A C G T T G G GC C T C A m A A G C C G G A C C T G T G A A AAC C T h G G T T A G A A A CAG3 A n C TT C A C C C G AGA T A AAGA T A C A C C G G 0 0 1 f
Hd1_20 T A G AGG1G A C G T T G G GC C G C A m A A G C C G G A C C T G T G G G AAC C C i G G T C A G A A A CAG3 A n C TT C T T C C G AGA T A AAGA T A C A C C G G 0 0 2 f
Hd1_21 T G G AGG1G A C G C T G G GC C G C A m A A G C C G G A C C T G T A A A AAC T T i G G T C A G A A A CAG3 A n C TT C A C C C G AGA T A AAGA T A C A C C G G 0 0 2 f
Hd1_22 T G G AGG1G A C G C T G G GC C G C A m A A G C C G G A C C T G T G A A AAC C T h G G T C A G A A A CAG3 A n C TT C A C C C G AGA T A AAGA T A C A C C G G 0 0 1 f
Hd1_23 T G G AGG1G A C G C T G G GC C G C A m A A G C T G G A C C T G T G A A AAC C T h G G T C A G A A A CAG3 A n C TT C A C C T G AGA T A AAGA T A C A C C G G 0 0 1 f
Hd1_24 T G G AGG1G A C G C T G G GC C G C A m A A G C C G G A C C T G T G A A AAC C T h G G T C A G A A A CAG3 A n C TT C A C C T G AGA T A AAGA T A C A C C G G 0 0 2 f
Hd1_25 T G G AGG1G A C G T T G G GC C G C A m A A G C C G G A C C T G T G A A AAT C C k G G T C A G A A A CAG3 A n C TT C T T C C G AGA T A AAGA T A C A C C G G 0 0 1 f
Hd1_35 T G G AGG1G A C G T T G G GC C G C A m A A G C C G G A C C T G T G G A AAC C T k G G T C A G A A A CAG3 A n C TT C A C A C G AGA T A AAGA T A C A C C G G 0 0 1 f
Hd1_36 T G G AGG1G A C G T T G G GC C G C A m A A G C C G G A C C T G T G G A AAC C T k G G T C A G A A A CAG3 A n C TT C A C C C G AGA T A AAGA T A C A C C G G 0 0 1 f
Hd1_37 T G G AGG1G A C G T T G G GC C G C A m A A G C C G G A C C T G T G G A AAC C T h G G T C A G A A A CAG3 A n C TT C A C C C G AGA T A AAGA T A C A C C G G 0 0 1 f
Hd1_38 T G G AGG1G A C G T T G G GC C G C A m A A G C C G G A C C T G T G A A AAC C T h G G T C A G A A A CAG3 A n C TT C A C C C G AGA T A AAGA T A C A C C G G 0 0 3 f
Hd1_40 C G G AGG1C G A G T T G G GC C G C A m G G G G C G G A C C A A C G A A AAC C T g A A A C G A G A G CAG3 A n C TT C A C C C G AGA T A AAGA T A C A C C G G 0 0 1 f
Hd1_41 T G G AGG1G A C G T T G G GC C G C A m G G G G C G G A C C A A C G A A AAC C T g A A A C G A G A G 9bp A n C TT T A T C C G AGA C C AAGA C G C G A G G G 0 0 1 f
Hd1_42 T G G AGG1C G A G T T G G GC C G C A m G G G G C G G A C C A A C G A A AAC C T i A A A C G A G A G CAG3 A n C TT T A T C C G AGA C C AAGA C G C G A G G G 0 0 1 f
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DTH7_2 G T C T C G C G A A G G T C G A C TT A A G C G T T A A T G A A C C T G AACGTTGT GA C A A G T G C T C T A G 39bp G A G 1 1 0 f
DTH7_3 G C C G C G C G A A G G T C G A C TT G A G C G T T G G C G A A C T G G AACGTTGT GA C A A G T A C T C T G G 39bp G A G 0 0 1 f
DTH7_4 G T C G C G C G A A G G T C G A C TT G A G C G T T A G C G A A C T G G AACGTTGT GA C A A G T G C T C T G G 39bp G A G 0 1 0 f
DTH7_5 G T C G C G C G A A G G T C G A C TT G A G C G T T A G C G A A C T G G AACGTTGT GA C A A G T A C T C T G G 39bp G A G 0 0 1 f
DTH7_6 C T C G C A C G A A G G T C G A C TT G A G C G T T A G C G A A C T G G AACGTTGT GA C A A G T A C T C T G G 39bp G A G 0 2 0 f
DTH7_7 C T C G C G C G A A G G T C G A C TT G A G C G T T A G C G A A C T G G AACGTTGT GA C A A G T A C T C T G G 39bp G A G 0 1 5 f
DTH7_8 G T G T C G C G A A G G T C G A C TT G A G C G T T A G C G A A C T G G AACGTTGT GA C A A G T G C T C T A G 39bp G A G 1 1 0 f
DTH7_9 G T C T C G C G A A G A T C G A C TT G A G C G T T A G C G A A C T G G AACGTTGT GA C A A G T G C T C C G G 39bp G A G 0 2 0 f
DTH7_10 G T C T C G C G A A G A T C G A C TT G A G C G T T A G C G A A C T G G AACGTTGT GA C A A G T G C T C T G G 39bp G A G 0 2 0 f
DTH7_11 G T C T C G C G G A G G T C G A C TT G A G C G T T A G C G A A C T G G AACGTTGT GA C A A G T G C T C T G G 39bp G A G 0 3 0 f
DTH7_12 G T C T C G C G A A G G T C G A C TT G A G C G T T A G C G A A C T G G AACGTTGT GA C A A G T G C T C T G G 39bp G A G 0 14 0 f
DTH7_13 G T C T C G C G A A G G T C G A C TT G A G C G T T A G C G A A C T G G AACGTTGT 2bp C A A G T G C T C T G G 39bp G A G 0 1 0 f
DTH7_14 G T G T C G C G A A G G T C G A C TT G A G C G T T A G C G A A C T G G AACGTTGT GA C A A G T G C T C T G G 39bp G A G 0 1 0 f
DTH7_15 G T C T C G C G A A G G T C G A C TT G A G C G T T A G C G A A C T G G AACGTTGT GA C A A G T G C T C T A G 39bp G A G 1 0 0 f
DTH7_16 G T C T C G C G A A G A T C G A C TT A A G C G T T A G C G A A C T G G AACGTTGT GA C A A G T G C T C T G G 39bp G A G 0 2 0 f
DTH7_17 G T C T C G C G A A G G T C G A C TT G A G C G C T A G C G A A C T G G AACGTTGT GA C A A G T G C T C T G G 39bp G A G 1 1 0 f
DTH7_18 G T C T C G C G A A G G T C G A C TT A A G C G T T A G C G A A C T G G AACGTTGT GA C A A G T G C T C T A G 39bp G A G 1 0 0 f
DTH7_19 G T G T C G C G A A G G T C G A C TT A A G C G T T A G C G A A C T G G AACGTTGT GA C A A G T G C T C T G G 39bp G A G 0 1 0 f
DTH7_20 G T C T C G C G A A G G T C G A C TT A A G C G T T A G C G A A C T G G AACGTTGT GA C A A G T G C T C T G G 39bp G A G 0 3 0 f
DTH7_1 G C C G T G T G A G G G C G G A T 2bp G A G C G T T A G T G G G C C G G AACGTTGT GA C A T G T G C T C T G G 39bp G A G 0 0 1 f
DTH7_21 G C C G C G G A A G G G C C G A C TT G A G C G T T A G T G A G T C G G AACGTTGT GA C A T C C G C T C T G G 39bp G A G 0 0 1 f
DTH7_22 G C C G C G C A A G G G C C G A C TT G A G C G T T A G T G A G C C G G AACGTTGT GA C A T C C G C T C T G G 39bp G A G 0 0 5 f
DTH7_23 G C C G C G C G A G A G T C G A C TT G A G C A T T A G T G A G C C G G AACGTTGT GA C A A G T G C T C T G A 39bp A C A 0 0 2 nf
DTH7_24 G C C G C G C G A G G G T C G A C TT G A G C A T T A G T G A G C C G G AACGTTGT GA C A A G T G C T C T G A a A C A 0 0 1 nf
DTH7_25 G C C G C G C G A G G G T C G A C TT G G G T A T A A G T G A G C C G G AACGTTGT GA C A A G T G C T C T G G b G A G 1 1 0 f
DTH7_26 G C C G C G C G A G G G T C G G C TT G G G T A T A A G T G A G C C G G AACGTTGT GA C A A G T G T T C T G G 39bp G A G 1 0 0 f
DTH7_27 G C C G C G C G A G G G T C G A C TT G G G T A T A A G T G A G C C G G AACGTTGT GA C A A G T G T T C T G G 39bp G A G 2 6 5 f
DTH7_28 G C C G C G C G A G G G T C G A C TT A A G C A T T A A T G A G C C T G AACGTTGT GA C A A G T G C T C T G G 39bp G A G 5 0 0 f
DTH7_29 G C C G C G C G A G G G T C G A C TT G A G C A T T A A T G A G C C T G AACGTTGT GA C A A G T G C T C T G G 39bp G A G 7 1 3 f
DTH7_30 G C C G C G C G A A G G T C G A C TT G A G C A T T A A T G A G C C T G AACGTTGT GA C A A G T G C T C T G G 39bp G A G 0 0 1 f
DTH7_31 G C C G C G C G A G G G T C G A C TT G A G C A T T A A T G A G C C T G AACGTTGT GA C A A G T G C T T T G G 39bp G A G 1 0 0 nf
DTH7_32 G C C G C G C G A G G G T C G A C TT G A G C A T T A A T G A G C C T T 8bp GA C A A G T G C T C T G G 39bp G A G 5 1 0 f
DTH7_33 G C C G C G C G A G G G T C G A C TT A A G C A T T G G T C A G C C G G AACGTTGT GA C A A G T G C C C T G G 39bp G A G 2 0 0 f
DTH7_34 G C C G C G C G A G G G T C G A C TT G A G C A T T G G T C A G C C G G AACGTTGT GA C A A G T G C C C T G G 39bp G A G 4 0 0 f
DTH7_35 G C C G C G C G A G G G T C G A C TT G A G C A T T G G T C A G C C G G AACGTTGT GA C A A G T G C T C T G G 39bp G A G 1 1 2 f
DTH7_36 G C C G C G C G A G G G T C G A C TT A A G C A T T G G T C A G C C G G AACGTTGT GA C A A G T G C T C T G G 39bp G A G 2 0 0 f
DTH7_37 G C C G C G C G A G G G T C T A C TT G A A C A T T A G T G A G C C G G AACGTTGT GA C A A G T G C T C T G G 39bp G A G 0 0 1 f
DTH7_38 G C C G C G C G A A G G T C G A C TT G A G C A T T A G T G A G C C G G AACGTTGT GA C A A G T G T T C T G G 39bp G A G 0 0 1 f
DTH7_39 G C C G C G C G A G G G T C G A C TT G A G C A T T A G T G A G C C G G AACGTTGT GA A A A G T G C T C T G G 39bp G A G 0 0 6 f
DTH7_40 G C C G C G C G A G G G T C G A C TT G A G C A T T A G T G A G C C G G AACGTTGT GA C G A G T G C T C T G G 39bp G A G 0 0 3 f
DTH7_41 G C C G C G C G A G G G T C G A C TT G A G C A T T A G T G A G C C G G AACGTTGT GA C A A G T G C T C T G G 39bp G A G 0 0 5 f
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PhyB_2 C C GGCGGG C G G CTGTCGCCC C G C C A T C C C A G A C T G G A C T C A G T G A G 0 0 2 f
PhyB_3 C C GGCGGG C G G CTGTCGCCC C G C T A T C C C G G A C T G A A C T C A G T G A G 0 6 0 f
PhyB_4 C C GGCGGG C G G CTGTCGCCC C G C T A T C C C G G A C T G G A C T C A G T A A G 0 1 0 f
PhyB_5 C C GGCGGG C G G CTGTCGCCC C G C T A T C C C G G A C T G G A C T C A G T G A G 1 30 0 f
PhyB_7 C C GGCGGG C C G CTGTCGCCC C G C C G T C C C G G A C T A G A C T C A G T G A G 0 1 0 f
PhyB_28 C C GGCGGG A G G CTGTCGCCC C A C C G G C C C G G A C C A G A C T C A A T G A G 0 0 1 f
PhyB_1 G C GGCGGG C G G CTGTCGCCC C G T C G G T C C G G A C C A G A C A C A G T G A G 0 0 2 f
PhyB_6 C C GGCGGG C G G CTGTCGCCC C G T C G G C C T G G T C C A G A C T C A G T G A G 0 0 6 f
PhyB_8 C C GGCGGG C C G CTGTCGCCC C G C C G T C C C G G A C C A A A C T C A G T G A G 0 1 0 f
PhyB_9 C C GGCGGG A C G CTGTCGCCC T G C C G G C C C G G A T C A G A C T C A G C G A G 0 0 1 f
PhyB_10 C C GGCGGG A C G CTGTCGCCC T G C C G G C C C G G A C C A G A C T C A G T G A G 0 0 1 f
PhyB_11 C C GGCGGG C C G CTGTCGCCC T G C C G G C C C G G A C C A G A C T C A G T G A G 0 0 1 f
PhyB_12 C C GGCGGG C C G CTGTCGCCC T G C C G G C C C G G A T C A G A C T C A G T G A A 1 0 0 f
PhyB_13 C C GGCGGG C C A CTGTCGCCC T G C C G G C C C G G A T C A G A C T C A G T G A G 1 0 0 f
PhyB_14 C C GGCGGG C C G CTGTCGCCC C G C C G G C C C G G A T C A G A C T C A G T G A G 0 0 1 f
PhyB_15 C C GGCGGG C C G CTGTCGCCC T G C C G G C T C G G A T C A G A C T C A G T G A G 0 0 1 f
PhyB_16 C C GGCGGG C C G 9bp T G C C G G C C C G G A T C A G A C T C A G T G A G 0 0 1 f
PhyB_17 C C GGCGGG C C G CTGTCGCCC T G C C G G C C C G G A T C A G A C T C A G T G A G 28 6 17 f
PhyB_18 C C GGCGGG C C G CTGTCGCCC T G C C G G C C C G G A T C A G A C T C A G T G T G 1 0 0 nf
PhyB_19 C C 6bp C G G CTGTCGCCC C G C C G G C C C G G A C C A G T C T C T G T G A G 0 0 1 f
PhyB_20 C C 6bp C G G CTGTCGCCC C G C C G G C C C G G A C C A G A C T T T G T G A G 0 0 1 f
PhyB_21 C C 6bp C G G CTGTCGCCC C G C C G G C C C G G A C C A G A C T C T G T G A G 0 0 2 f
PhyB_22 C C GGCGGG A G G CTGTCGCCC C G C C G G C C C G G A C C A G A C T C A G C G A G 0 0 3 f
PhyB_23 C C GGCGGG A G G CTGTCGCCC C G C C G G C C C G A A C C A G A C T C A G T G A G 0 0 1 f
PhyB_24 C T GGCGGG A G G CTGTCGCCC C G C C G G C C C G G A C C A G A C T C A G T G A G 0 0 1 f
PhyB_25 C C GGCGGG A G G CTGTCGCCC C A C C G G C C C G G A C C A G A C T C A G T G A G 0 0 2 f
PhyB_26 C C GGCGGG A G G CTGTCGCCC C G C C G G C C C G G A C C A G A C T C A G T G A G 0 0 1 f
PhyB_27 C C GGCGGG A G G CTGTCGCCC C A C C G G C C C G G A C C A G A T T C A A T G A G 0 0 1 f
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OsCOL4_16 C G C C G C C T G G C G G G G C C GCCGAC C C 0 1 1 f

OsCOL4_17 C G C C A C C T G G C G T G G C C GCCGAC C C 0 1 0 f

OsCOL4_18 C G C C G C C T G G C G T G G C C GCCGAC C C 1 26 3 f
OsCOL4_1 T G C C G C C C G G C A G G G A C GCCGAC C C 0 0 5 f
OsCOL4_2 C A C C G A C C G G C G G G G C C GCCGAC C C 7 1 5 f

OsCOL4_3 C G C C G A C C G G C G G C G C C GCCGAC C C 2 0 1 f

OsCOL4_4 C G C C G A C C G G C G G C G C C GCCGAC A C 0 0 1 f

C G C T G A C C G G C G T G G C C GCCGAC C C 0 0 1 f

OsCOL4_6 C G C T G A C C G G C G G G C C C GCCGAC C C 8 7 4 f

OsCOL4_7 C G C T G A C C G G C G G G G C C GCCGAC C C 2 0 0 f

OsCOL4_8 C G C C G C A C A G C G G G G C C GCCGAC C C 0 0 1 f

OsCOL4_9 C G A C G C C C G G A G G G G C C GCCGAC C C 0 0 1 f

OsCOL4_10 C G A C G C C C G G C G G G G C C GCCGAC C G 0 0 5 f

OsCOL4_11 C G A C G C C C G G C G G G G C C GCCGAC C C 6 2 5 f

OsCOL4_12 C G A C G C C C G G C G G G G C C 6bp C C 0 0 2 f

OsCOL4_13 C G C C G C C C G G C G G G G C C GCCGAC C C 2 1 18 f

OsCOL4_14 C G C C G C A C G G C G G G G C C GCCGAC C C 0 0 2 f

OsCOL4_15 C G C C G A C C G G C G G G G C A GCCGAC C C 1 0 0 f

OsCOL4_19 C G C C G C C C G T C G G G G C C GCCGAC C C 0 0 1 f

OsCOL4_20 C A C C G C C C G G C G G G G C C GCCGAC C C 0 0 1 f

OsCOL4_21 C G C C G A C C G G C G G G G C C GCCGAC C C 2 0 1 f

OsCOL4_22 C G C C G C C C G G C G G G G C C GCCGAC C G 0 0 1 f
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Se5_1 T C 9 1 9

Se5_2 C A 0 0 1

Se5_3 C C 25 44 51
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Hd6_1 G C G T G A A C C GTACTTGGAACAGAAGCACTAAATGCTTA T G 35 30 42 f
Hd6_2 G C G T G A A C C GTACTTGGAACAGAAGCACTAAATGCTTA T C 0 0 1 f
Hd6_3 G C G T G A A C T GTACTTGGAACAGAAGCACTAAATGCTTA T G 0 0 1 f
Hd6_4 A G C T A A A C C GTACTTGGAACAGAAGCACTAAATGCTTA T G 0 0 1 f
Hd6_5 G C G T G G A C C GTACTTGGAACAGAAGCACTAAATGCTTA T G 0 0 1 f
Hd6_6 G C C T G A A C C GTACTTGGAACAGAAGCACTAAATGCTTA T G 0 0 1 f
Hd6_7 G C G T G A A T C GTACTTGGAACAGAAGCACTAAATGCTTA T G 0 0 2 f
Hd6_8 G G C T A A A C C GTACTTGGAACAGAAGCACTAAATGCTTA T G 0 0 3 f
Hd6_9 A C C T A A A C C GTACTTGGAACAGAAGCACTAAATGCTTA T G 0 0 1 f
Hd6_10 G C G C G A A C C GTACTTGGAACAGAAGCACTAAATGCTTA T G 0 2 0 f
Hd6_11 G C G T G A A C C GTACTTGGAACAGAAGCACTAAATGCTTA C G 0 3 0 f
Hd6_12 G C G T G A T C C GTACTTGGAACAGAAGCACTAAATGCTTA T G 0 9 0 nf
Hd6_13 G C G T G A A C C 29bp T G 0 1 0 f

No. of cvs

f / nf

f

f

f

f / nf


	DTH8
	Ghd7
	Hd1
	DTH7
	PhyB
	OsCOL4
	gh



