Research article: Klenkia terrae resistant to DNA extraction in germ-free mice stools
illustrates the extraction pitfall faced by metagenomics.
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Reference sequence (1): 536F-Rp2

Identities normalised by aligned length.

Colored by: identity
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—————————————————————————————————————— CAGCAGCCEGC Cm o
GACGGTACCTGCAGAAGAAGCACCGGCCAACTACGTGCC, CICf:ICmCGTAGGGTGCAAGCGTTGTCCGGAA

GAAGGTGCGGCTGGATCACCTCCTTTCTAAGGAGCACTGGCCGG
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