
Blunt Cutters Green, Unique Cutters Bold
Sequence:  SP-PRO-NHSSP_C-deletion.dna  (Linear / 1199 bp)
Enzymes:  Unique 6+ Cutters  (19 of 653 total)
Features:  3 total
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Start  (0)

EcoRI

5ʹ

3ʹ

55

1 5 10 15

M G C I K V I S V F L A A V A

SP-PRO_NHSSP_C-deletion

1 5 10 15

M G C I K V I S V F L A A V A

Secretion Peptide native

GCCAGAATTCATGGGTTGTATCAAGGTTATCTCCGTTTTCTTGGCTGCTGTTGCT

CGGTCTTAAGTACCCAACATAGTTCCAATAGAGGCAAAAGAACCGACGACAACGA

110

20 25 30

A V D A R A F F H N K G G N D I I P

SP-PRO_NHSSP_C-deletion

A V D A

(in frame with Secretion Peptide native)
R A F F H N K G G N D I I P

Secretion Peptide native

Propeptide

GCTGTTGACGCTAGAGCTTTTTTCCACAACAAGGGTGGTAACGACATCATCCCAA

CGACAACTGCGATCTCGAAAAAAGGTGTTGTTCCCACCATTGCTGTAGTAGGGTT

165

35 40 45 50

N S Y I V V M K D G I S T Q E F E S H

SP-PRO_NHSSP_C-deletion

(in frame with Secretion Peptide native)
N S Y I V V M K D G I S T Q E F E S H

Propeptide

ACTCCTACATCGTTGTTATGAAGGACGGTATCTCCACTCAAGAGTTCGAGTCCCA

TGAGGATGTAGCAACAATACTTCCTGCCATAGAGGTGAGTTCTCAAGCTCAGGGT

BstXI

220

55 60 65 70

I S S V S A T H A K R S T E L V G H

SP-PRO_NHSSP_C-deletion

(in frame with Secretion Peptide native)
I S S V S A T H A K R S T E L V G H

Propeptide

CATTTCTTCCGTTTCTGCTACTCACGCTAAGAGATCCACTGAGTTGGTTGGTCAC

GTAAAGAAGGCAAAGACGATGAGTGCGATTCTCTAGGTGACTCAACCAACCAGTG



SP-PRO-NHSSP_C-deletion.dna  (Linear / 1199 bp)

Printed from SnapGene®:  cze 23, 2018  18:22 Page 2

275

75 80 85

K D S F N I N G W R A Y N G H F D A

SP-PRO_NHSSP_C-deletion

(in frame with Secretion Peptide native)
K D S F N I N G W R A Y N G H F D A

AAGGATTCCTTCAACATCAACGGTTGGAGAGCTTACAACGGTCACTTCGATGCTG

TTCCTAAGGAAGTTGTAGTTGCCAACCTCTCGAATGTTGCCAGTGAAGCTACGAC

330

R

R

CTACTTTGGAGTCCATTTTGAACGACGACAACGTTAAGTACGTTGAGCACGACAG

GATGAAACCTCAGGTAAAACTTGCTGCTGTTGCAATTCATGCAACTCGTGCTGTC

385

AGTTGTTAAGATCTCCGCTTTGACTACTCAGCCAAACGCTCCATCTTGGGGTTTG

TCAACAATTCTAGAGGCGAAACTGATGAGTCGGTTTGCGAGGTAGAACCCCAAAC

440

GGTAGAATTTCTCACAGATCCCCAGGTAACAAGGACTTCGTTTACGATGACACTG

CCATCTTAAAGAGTGTCTAGGGGTCCATTGTTCCTGAAGCAAATGCTACTGTGAC

495

P

(in frame with Secretion Peptide native)
P

Propeptide

CTGGTCAGGGTATCACTATCTACGGTGTTGACACTGGAATCGACATCAACCACCC

GACCAGTCCCATAGTGATAGATGCCACAACTGTGACCTTAGCTGTAGTTGGTGGG
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550

165 170 175 180

D F G G R A R W G T N T V D N A N N

SP-PRO_NHSSP_C-deletion

(in frame with Secretion Peptide native)
D F G G R A R W G T N T V D N A N N

AGATTTTGGTGGTAGAGCTAGATGGGGAACTAACACTGTTGACAACGCTAACAAC

TCTAAAACCACCATCTCGATCTACCCCTTGATTGTGACAACTGTTGCGATTGTTG

605

GACGGTCATGGTCATGGTACTCATACTGCTGGTACTTTCGCTGGTAACGCTTACG

CTGCCAGTACCAGTACCATGAGTATGACGACCATGAAAGCGACCATTGCGAATGC

BsaWI

660

S

S

GTATTGCTAAGAAGGCTTCCGTTGTTGCTGTTAAGGTTTTGTCTGCTTCTGGTTC

CATAACGATTCTTCCGAAGGCAACAACGACAATTCCAAAACAGACGAAGACCAAG

715

CGGTTCCAACGCTGGTGTTATTAAGGGTATCGACTGGTGTGTTACAGACGCTAGA

GCCAAGGTTGCGACCACAATAATTCCCATAGCTGACCACACAATGTCTGCGATCT

770

(in frame with Secretion Peptide native)

TCTAAGGGTGCTTTGGGTAAGGCTGCTTTGAACTTGTCTTTGGGTGGTGGTTTCA

AGATTCCCACGAAACCCATTCCGACGAAACTTGAACAGAAACCCACCACCAAAGT
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Eco53kI BanII
SacI

825

A

A

ACCAGGCTACAAACGACGCTGTTACTAGAGCTCAGACTGCTGGAATCTTCGTTGC

TGGTCCGATGTTTGCTGCGACAATGATCTCGAGTCTGACGACCTTAGAAGCAACG

880

TGTTGCTGCTGGTAACGATAACAAGGACGCTAGAAACTACTCTCCAGCTTCTGCT

ACAACGACGACCATTGCTATTGTTCCTGCGATCTTTGATGAGAGGTCGAAGACGA

MspA1I

935

CCAGCTGTTTGTACTGTTGCTTCCTCCACTATCGACGACCAAAAGTCCTCTTTCT

GGTCGACAAACATGACAACGAAGGAGGTGATAGCTGCTGGTTTTCAGGAGAAAGA

990

D

D

CTAACTGGGGTTCCATCGTTGACATCTACGCTCCAGGTTCCAACATTATTTCCGA

GATTGACCCCAAGGTAGCAACTGTAGATGCGAGGTCCAAGGTTGTAATAAAGGCT

AflIII

1045

(in frame with Secretion Peptide native)

TGCTCCAGGTGGTGGTGTTAGAACTATGTCTGGTACTTCTATGGCTTCCCCACAC

ACGAGGTCCACCACCACAATCTTGATACAGACCATGAAGATACCGAAGGGGTGTG
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AleI

1100

350 355 360

V C G A G A A M L A Q G V P V G Q V

SP-PRO_NHSSP_C-deletion

(in frame with Secretion Peptide native)
V C G A G A A M L A Q G V P V G Q V

GTTTGTGGTGCTGGTGCTGCTATGTTGGCTCAAGGTGTTCCAGTTGGTCAGGTTT

CAAACACCACGACCACGACGATACAACCGAGTTCCACAAGGTCAACCAGTCCAAA

1155

365 370 375 380

C D R L K Q I G N A V V R N P G T S T

SP-PRO_NHSSP_C-deletion

(in frame with Secretion Peptide native)
C D R L K Q I G N A V V R N P G T S T

GTGACAGATTGAAGCAGATCGGTAACGCTGTTGTTAGAAACCCAGGTACTTCCAC

CACTGTCTAACTTCGTCTAGCCATTGCGACAACAATCTTTGGGTCCATGAAGGTG

End  (1199)Acc65I
BanI

KpnI

3ʹ

5ʹ

1199

385 390

T N R L L Y N G S * *
SP-PRO_NHSSP_C-deletion

(in frame with Secretion Peptide native)
T N R L L Y N G S *

TACAAACAGATTGTTGTATAACGGTTCCTAATGAGGTACCCGGC

ATGTTTGTCTAACAACATATTGCCAAGGATTACTCCATGGGCCG


