Supplementary Figure S1: Alignment of the original Charité RdRp forward and reverse primers with
reference sequence and modified primers.
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Charité RdRp GTGARATGGTCATGTGTGGCGG TATGCTAATAGTGTS|TTAACATIVIG

| | | —_
Wuhan-Hu-1/2019  AGTG TGGTCATGTGTGGCGGTI’ CACAACTGCTTATGCTAATAGTGTTIITTAACATITIGTCA
modified RdRp AAATGGTCATGTGTGGCGGT ACAACTGCTTATGCTAATAGTGTITTTAAC

The forward primer and the reverse complement of the reverse primer of the RdRp reaction from the Charité
protocol is aligned to the reference sequence Wuhan-Hu-1/2019 (NCBI NC_045512.2). The red box indicates an
ambiguity base S, i.e. G or C, at a position where T should be the reverse complement. The black box indicates
an ambiguity base Y, i.e. T or C, at a position where T would be sufficient, and the green box indicates an R
where A can be used based on currently available sequence data.



