fexA_AJ549214
fexA_CP048762
fexA_CP048771

fexA_AJ549214
fexA_CP048762
fexA_CP048771

fexA_AJ549214
fexA_CP048762
fexA_CP048771

fexA AJ549214
fexA_CP048762
fexA_CP048771

fexA_AJ549214
fexA_CP048762
fexA_CP048771

fexA_AJ549214
fexA_CP048762
fexA_CP048771

fexA_AJ549214
fexA_CP048762
fexA_CP048771

fexA_AJ549214
fexA_CP048762
fexA_CP048771

fexA_AJ549214
fexA_CP048762
fexA_CP048771

fexA_AJ549214
fexA_CP048762
fexA_CP048771

fexA_AJ549214
fexA_CP048762
fexA CP048771

fexA_AJ549214
fexA_CP048762
fexA_CP048771

fexA_AJ549214
fexA_CP048762
fexA_CP048771

fexA_AJ549214
fexA_CP048762
fexA_CP048771

fexA_AJ549214
fexA_CP048762
fexA_CP048771

fexA_AJ549214
fexA_CP048762
fexA_CP048771

91
91
91

181
181
181

2711
271
2711

361
361
361

451
451
451

541
541
541

631
631
631

721
721
721

811
811
811

901
901
901

991
991
991

1081
1081
1081

un
un
un

1261
1261
1261

1351
1351
1351

Supplementary figures

110 120 130 140 150 160 170 180

CTTGTAGGT §CAATTACGGCTGATTJAGTCAATCCCGTACTTCCACTAATAAGCAAAGRT TTAGAAGC T TCGAAATCTCAAGTGAGT TGG [y
CTTGTAGGTCAATTACGGCTGATT #AGTCAATCCCGTACTTCCACTAATAAGCAAAGSTTTAGAAGCTTCGAAATCTCAAGTGAGTTGG [ty
CTTGTAGGTICAATTACGGC TGATTRAGTCAATCCCGTACTTCCACTAATAAGCAAAGST TTAGAAGC T TCGAAATCTCAAGTGAGT TGG JREY

190 200 210 220 230 240 250 260 270
ATAGTTAGTGGTATTGCACTTGTTCTTGCGATTGGAGTTCCGATTTATGGTCGAATCTCAGACTTTTTTGAGT TACGAAAGCTATATATC [l
ATAGTTAGTGGTATTGCACTTGTTCTTGCGATTGGAGTTCCGATTTATGGTCGAATCTCAGACTTTTTTGAGTTACGAAAGCT ATATATC LM
ATAGTTAGTGGTATTGCACTTGTTCTTGCGATTGGAGT TCCGATTTATGGTCGAATCTCAGACTTTTTTGAGT TACGAAAGCTATATATC A

280 290 300 310 320 330 340 350 360
TTTGCCATTATGATTCTGGCAAGTGGTAGTCTTTTATGTGCAATTGCCCCGAACCTCCCATTGTTGGT TTTGGGAAGAATGGT TCAGGGT S
TTTGCCATTATGATTCTGGCAAGTGGTAGTCTTTTATGTGCAATTGCCCCGAACCTCCCATTGTTGGT TTTGGGAAGAATGGT TCAGGGT )
TTTGCCATTATGATTCTGGCAAGTGGTAGTCTTTTATGTGCAATTGCCCCGAACCTCCCATTGTTGGT TTTGGGAAGAATGGT TCAGGGT JIES)

370 380 390 400 410 420 430 440 450

TGGGATGTCCGCAATTCCAGTTCTATCANTCATTGCAATTTCGAAGGTTTTCCCACAAGGAAAACGTGGGGGAGCTTTGGGAAT TATC JREY
TGGGATGTCCGCAATTCCAGTTCTATCASTCATTGCAATTTCGAAGGTTTTCCCACAAGGAAAACGTGGGGGAGCTTTGGGAATTATC [REy
TGGGATGTCCGCAATTCCAGTTCTATCARTCATTGCAATTTCGAAGGTTTTCCCACAAGGAAAACGTGGGGGAGCTTTGGGAATTATC [y

460 470 480 490 500 510 520 530 540

GCAGGAAGTATTGGTGTTGGAASTGCTGCTGGTCCAATATTTGGTGGAGTAGTTGGTCAATATTTAGGGTGGAATGCCTTGTTTTGGT TC [y
GCAGGAAGTATTGGTGTTGGAATGCTGCTGGTCCAATATTTGGTGGAGTAGTTGGTCAATATTTAGGGTGGAATGCCTTGTTTTGGTTC [l
GCAGGAAGTATTGGTGTTGGAASTGCTGCTGGTCCAATATTTGGTGGAGTAGTTGGTCAATATTTAGGGTGGAATGCCTTGTTTTGGTTC IE

550 560 570 580 590 600 610 620 630
ACATTTTTGTTAGCCATTATGATTGTTATTGGTGCCTACTACGCGTTACCGACAATTAAACCGGCAGAATCCGTAGGAAGCAAT AAGAAC [
ACATTTTTGTTAGCCATTATGATTGTTATTGGTGCCTACTACGCGTTACCGACAATTAAACCGGCAGAATCCGT AGGAAGC AAT AAGAAC LRl
ACATTTTTGTTAGCCATTATGATTGTTATTGGTGCCTACTACGCGT TACCGACAATTAAACCGGCAGAATCCGTAGGAAGCAAT AAGAAC I

TTTGATTTCATTGGTGGTTTATTCCTCGGCCTCACAGTAGGATTACTCCTTTTTGGCATCACTCAAGGAGAAACTTCTGGTTTTTCT TCG e
TTTGATTTCATTGGTGGTTTATTCCTCGGCCTCACAGTAGGATTACTCCTTTTTGGCATCACTCAAGGAGAAACTTCTGGTTTTTCTTCG [REY
TTTGATTTCATTGGTGGTTTATTCCTCGGCCTCACAGTAGGATTACTCCTTTTTGGCATCACTCAAGGAGAAACTTCTGGTTTTTCTTCG JREN

TTCTCATCGTTAACTAGCCTAATTGGTTCTGTTGTAGCTTTGGTGGGATTTATTTGGAGAAT TGTTACCGCAGAAAATCCATTTGTACC AR
TTCTCATCGTTAACTAGCCTAATTGGTTCTGTTGTAGCTTTGGTGGGAT TTATTTGGAGAAT TGTTACCGCAGAAAATCCATTTGTACC AR
TTCTCATCGTTAACTAGCCTAATTGGTTCTGTTGTAGCTTTGGTGGGAT TTATTTGGAGAAT TGTTACCGCAGAAAATCCATTTGTACC AR

CCTGTCCTGTTCAATAACAAGGAT TATGTCAATACGGTCATAATTGCATTTTTTTCGATGTTTGCTTATTTCGCTGTTCTTGTGTTCGTC e
CCTGTCCTGTTCAATAACAAGGATTATGTCAATACGGTCATAATTGCATTTTTTTCGATGTTTGCTTATTTCGCTGTTCTTGTGTTCGTC Ry
CCTGTCCTGTTCAATAACAAGGATTATGTCAATACGGTCATAATTGCATTTTTTTCGATGTTTGCTTATTTCGCTGTTCTTGTGTTCGTC ey

910 920 930 940 950 960 970 980 990
CCATTACTAGTCETTGAGGTGAATGGACTCTCTTCTGGACAGGCTGGAATGATATTGT TGCCAGGTGGTGTGGCTGT TGCAATCTTATCT [Reeh
CCATTACTAGTCHTTGAGETGAATGGACTCTCTTCTGGACAGGCTGGAATGATATTGTTGCCAGGTGGTGTGGCTGTTGCAATCTTATCT (R
CCATTACTAGTCHTTGAGGTGAATGEACTCTCTTCTGGACAGGC TGGAATGATATTGTTGCCAGGTGGTGTEECTGTTGCAATCTTATC T )

1000 1010 1020 1030 1040 1050 1060 1070 1080

CCCTTCGTTGGCCGTCTTTCTGATCGATTTGGGGAT AAACGTCTGAT AATTACTGGGATGACTCTGATGGGGCTGTCTACCTTATTCT TG RGN
CCCTTCGTTGGCCGTCTTTCTGATCGATTTGGGGATAAACGTCTGAT AATTACTGGGATGACTCTGATGGGGCTGTCTACCTTATTCT TG BTy
CCCTTCGTTGGCCGTCTTTCTGATCGATTTGGGGATAAACGTCTGAT AATTACTGGGATGACTCTGATGGGGCTGTCTACCTTATTCT TG Iy

1090 1100 1110 1120 1130 1140 1150 1160 1170
TCCACCTATGCATCTGGTGCTTCACCTCTGTTAGTTTCCGTGGGGGTCCTCGGAGTAGGGATTGCTTTTGCAT TCACGAATTCTCCCGC AR
TCCACCTATGCATCTGGTGCTTCACCTCTGTTAGTTTCCGTGGGGGTCCTCGGAGTAGGGATTGCTTTTGCAT TCACGAATTCTCCCGC A|RER
TCCACCTATGCATCTGGTGCTTCACCTCTGTTAGTTTCCGTGGGGGTCCTCGGAGTAGGGATTGCTTTTGCAT TCACGAATTCTCCCGC AJREE

1180 1190 1200 1210 1220 1230 1240 1250 1260
AATAACGCCGCAGTAAGTGCACTCGATGCAGACAAGGT TGGTGTCGGAATGGGGATTTTCCAAGGTGCTTTGTACCT TGGAGCAGGAAC T JREGY
AATAACGCCGCAGTAAGTGCACTCGATGCAGACAAGGTTGGTGTCGGAATGGGGATTTTCCAAGGTGCTTTGTACCT TGGAGC AGGAACT [RERY
AATAACGCCGCAGTAAGTGCACTCGATGCAGACAAGGT TGGTGTCGGAATGGGGATTTTCCAAGGTGCTTTGTACCT TGGAGCAGGAACT JREEY

1270 1280 1290 1300 1310 1320 1330 1340 1350
GGAGCAGGTATGATTGGAGCATTATTATCCGCTCGACGTGATGCTACTGAGCCGATAAATCCATTATATATATTGGACGCTATGTCCTAC [RERY
GGAGCAGGTATGATTGGAGCATTATTATCCGCTCGACGTGATGCTACTGAGCCGAT AAATCCATTATATATATTGGACGCTATGTCCTAC [RERy
5GAGCAGGTATGATTGGAGCATTATTATCCGCTCGACGTGATGCTACTGAGCCGAT AAATCCATTATATATATTGGACGCTATGTCCTAC JRERY

1360 1370 1380 1390 1400 1410 1420
TCAGATGCGTTCCTTGCAGCTACAGGGGCAATACTCATTGCCTTAATAGCTGGAT TAGGTTTAAAAAAGCGTGGGT AARTEY
TCAGATGCGTTCCTTGCAGCTACAGGGGCAATACTCATTGCCTTAATAGCTGGATTAGGTTTAAAAAAGCGTGGGT AARTEY
TCAGATIGCGTTCCTTGCAGCTACAGGGGCAATACTCATTGCCTTAATAGCTGGAT TAGGTTTAAAAAAGCGTGGGT AA TP

Figure S1. Comparison of nucleic acid sequences of fexA gene.
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oA =Gl GAGAGTACCATCATTAAAAGCCTAGTAGAAGCCCTTTTTTCAGATTGAATCATTTCTTTAGATTTACTA

Z5005 GAGAGTACCATCATTAAAAGCCTAGTAGAACCCCTTTTTTCAGATTGAATCATTTCTTTAGATTTACTAT
ZH003 GAGAGTACCATCATTAAAAGCCTAGTAGAACCCCTTTTTTCAGATTGAATCATTTCTTTAGATTTACTAT
ZH006 GAGAGTACCATCATTAAAAGCCTAGTAGAACCCCTTTTTTCAGATTGAATCATTTCTTTAGATTTACTAT
ZJB020 GAGAGTACCATCATTAAAAGCCTAGTAGAACCCCTTTTTTCAGATTGAATCATTTCTTTAGATTTACTAT
ZJB021 GAGAGTACCATCATTAAAAGCCTAGTAGAACCCCTTTTTTCAGATTGAATCATTTCTTTAGATTTACTAT
ZJB023 GAGAGTACCATCATTAAAAGCCTAGTAGAACCCCTTTTTTCAGATTGAATCATTTCTTTAGATTTACTAT
75006 GAGAGTACCATCATTAAAAGCCTAGTAGAACCCCTTTTTTCAGATTGAATCATTTCTTTAGATTTACTAT
75007 GAGAGTACCATCATTAAAAGCCTAGTAGAACCCCTTTTTTCAGATTGAATCATTTCTTTAGATTTACTAT

pCJFEX

ZS005 CCTTTTTCATTTTATTTCCTCCTAAAATATATTGTGATTTTAGGAGGCTAAATCC
ZH003 CCTTTTTCATTTTATTTCCTCCTAAAATATATTGTGATTTTAGGAGGCTAAATCC
ZH006 CCTTTTTCATTTTATTTCCTCCTAAAATATATTGTGATTTTAGGAGGCTAAATCC

Z2JB020 CCTTTTTCATTTTATTTCCTCCTAAAATATATTGTGATTTTAGGAGGCTAAATCC
ZJB021 CCTTTTTCATTTTATTTCCTCCTAAAATATATTGTGATTTTAGGAGGCTAAATCC
ZJB023 CCTTTTTCATTTTATTTCCTCCTAAAATATATTGTGATTTTAGGAGGCTAAATCC
ZS006 CCTTTTTCATTTTATTTCCTCCTAAAATATATTGTGATTTTAGGAGGCTAAATCC
Z5007 CCTTTTTCATTTTATTTCCTCCTAAAATATATTGTGATTTTAGGAGGCTAAATCC

pCJFEX

Z5005 AAACCTCACCTCATATCTATTTATATTGTAAAACCAAATCAACGAACTCACCATATTTCTACAGCATGAT
ZH003 AAACCTCACCTCATATCTATTTATATTGTAAAACCAAATCAACGAACTCACCATATTTCTACAGCATGAT
ZH006 AAACCTCACCTCATATCTATTTATATTGTAAAACCAAATCAACGAACTCACCATATTTCTACAGCATGAT

ZJB020 AAACCTCACCTCATATCTATTTATATTGTAAAACCAAATCAACGAACTCACCATATTTCTACAGCATGAT
2JB021 AAACCTCACCTCATATCTATTTATATTGTAAAACCAAATCAACGAACTCACCATATTTCTACAGCATGAT
ZJB023 AAACCTCACCTCATATCTATTTATATTGTAAAACCAAATCAACGAACTCACCATATTTCTACAGCATGAT
ZS006 AAACCTCACCTCATATCTATTTATATTGTAAAACCAAATCAACGAACTCACCATATTTCTACAGCATGAT
ZS007 AAACCTCACCTCATATCTATTTATATTGTAAAACCAAATCAACGAACTCACCATATTTCTACAGCATGAT

Figure S2. Comparison of promoter regions of fexA gene.
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Campylobacter coli 165SHKX65C
(CP038868)

Campylobacter jejuni ZJB021
(CP048767)

Campylobacter jejuni pCJFEX
(CP048762)

Enterococcaceae pES08
(MK425645)

Enterococcaceae pE211
(MK425644)

Enterococcus avium C674
optrA gene cluster
(MH018573) N
P PP
AR

Enterococcus faecalis L12
(CP018102)

Staphylococcus lentus transposon Tn558
(AJ715531)

Figure S3. Genetic environment contents of fexA gene in staphylococci, enterococci and
Campylobacter.



