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Supplementary Figure S2: Primary and secondary markers for all 21 cell types. Bar plots show 
the top ten cell type markers identified by the primary criterion and the secondary criterion of 
CellMaDe. Below each column conventional markers are demonstrated with their associated 
score. Bold font indicates the presence of the gene in the AT21 signature matrix and red colored 
bars indicate the value of the (primary/secondary) criterion was negative. Letters in brackets (M: 
membrane, E: extracellular, ME: both membrane and extracellular, or O: other) specify the gene 
ontology cellular location of the corresponding protein. 
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Homo sapiens (394)
sural nerve
skin
gluteal subcutaneous adipose tissue (glutSAT)
reticular dermis cell
labial salivary gland
minor salivary gland
heart left atrial appendage
subcutaneous abdominal adipose tissue (SAAT)
medial rectus muscle
bone marrow plasma cell
breast (mammary gland)
saliva
lateral rectus muscle
gall bladder
basal ganglia
diaphragm muscle
adipose tissue (fat)
colorectum
platelet (thrombocyte)
synovium (synovial membrane)
cerebral white matter
urinary bladder
artery
posterior superior temporal gyrus (Brodmann area 22)
peripheral blood helper (CD4 effector) T-cell
prostatic stroma cell
tongue squamous epithelium cell
subcutaneous adipose tissue (SAT)
mediastinal adipose tissue (MAT, intrathoracic adipose tissue)
heart right atrial appendage
skeletal muscle
quadriceps femoris muscle
nipple
joint
hepatic myofibroblast
heart left ventricle
vein
tonsillar CD4 regulatory T-cell
peripheral blood natural killer T-cell
epididymal cauda
omental adipose tissue
biceps femoris muscle
breast (mammary gland) stroma cell
aortic valve
urinary bladder stromal fibromuscular cell
large intestine
tonsillar CD4 resting T-cell
coronary artery
rectosigmoid colonic mucosa
amniotic fluid
ascending colon
gingiva
vulva
penis
tonsillar natural killer cell
bone marrow endothelium progenitor cell
tonsillar CD8 activated T-cell
tonsillar CD8 resting T-cell
fetal oligodendrocyte progenitor cell
heart right ventricle
pharyngeal mucosa
growth plate
neuron
tonsillar CD4 activated T-cell
Brodmann area 10
heart
lymph node
peripheral blood CD4 T-large granular lymphocyte
liver-infiltrating lymphocyte
frontal lobe
aorta
heart muscle (myocardium, cardiac muscle)
cerebral hemisphere
nasopharynx (epipharynx)
caecum (cecum)
bone marrow cell
descending colon
sigmoid colon
oral mucosa (unspecified)
cerebral white matter astrocyte
heart atrium
peripheral blood CD8 naive T-cell
internal mammary artery wall
epidermal melanocyte
tongue
heart ventricle
peripheral blood CD4 regulatory T-cell
pancreas
trachea
stomach fundus
pyloric antrum
rectus abdominus muscle
tonsillar CD30 T-cell
colonic mucosa
peripheral blood CD8 central memory T-cell
colonic epithelium cell (colonocyte)
peripheral blood CD8 effector memory T-cell
saphenous vein
small intestine
vastus lateralis muscle
bronchus (primary, main stem)
activated T-cell (unspecified)
deltoid muscle
inguinal lymph node
pulmonary microvessel endothelium cell
epidermal keratinocyte
pars compacta
stomach cardia
sigmoid colonic mucosa
vagina
orthochromatophilic normoblast (late erythroblast)
pars reticulata
bone marrow myeloid cell
bone marrow erythroblast
uterine cervix
tonsil
transverse colon
bone marrow hematopoietic stem cell
cerebral white matter oligodendrocyte progenitor cell
uterus
nasopharyngeal (epipharyngeal) epithelium
cortical oligodendrocyte progenitor cell
bone marrow CD4 T-cell
salivary gland
bone marrow
subthalamic nucleus
ovarian stroma cell
polychromatophilic normoblast (intermediate erythroblast)
lateral thalamic nucleus
uterine myometrium
peripheral blood CD8 effector memory RA T-cell
umbilical cord
putamen
superior vestibular nucleus
bone marrow derived mesenchymal stem cell
rectum
prostate (prostate gland)
spinal ganglion (dorsal root ganglion)
biceps brachii
ventral tegmental area
midbrain (mesencephalon)
descending colonic mucosa
ascending colonic mucosa
astrocyte (unspecified)
globus pallidus
tonsillar resting T-cell (unspecified)
oocyte
stomach
temporal lobe
thalamus (dorsal thalamus)
buccal epithelium organotypic model
monocyte derived dendritic cell
hypothalamus
erythroid progenitor cell
tonsillar CD8 T-cell
colon
corpus callosum
memory B-cell
macrophage
skeletal muscle myoblast
umbilical cord blood neutrophil granulocyte
cerebral cortex (neopallium)
accumbens nucleus
pons
peripheral blood leukocyte
bone marrow polymorphonuclear cell (PMN)
medulla oblongata
pyramidal neuron (middle temporal gyrus)
bone marrow mononuclear cell
breast (mammary gland) epithelium cell
oviduct (fallopian tube)
spinal cord
plasmacytoid dendritic cell
gingival epithelium organotypic model
tonsillar activated T-cell (unspecified)
large stellate neuron (entorhinal cortex)
resting CD8 T-cell
amygdala
urethra
ovary (female gonad)
monocyte
osteoblast like cell
transiliac crest core
lymphocyte
slow-twitch muscle fiber
uterine endometrium stroma cell
thymus
pyramidal neuron (posterior cingulate)
resting T-cell (unspecified)
tumor derived CD8+ T-cell
tonsillar CD4 T-cell
plasma cell
urinary bladder urothelium (epithelium) cell
coronary artery smooth muscle cell
associative striatum
prefrontal cortex
chorion villus cell
renal (kidney) cortex
colon polyp
adrenal gland
parietal lobe
band cell
testis (male gonad)
peripheral blood CD4 memory T-cell
late promyelocyte
aortic root wall
common myeloid progenitor (CMP) cell
renal (kidney) medulla
ovarian (surface) epithelium cell
bone marrow stromal cell
tonsillar germinal center B-cell
duodenum
uterine endometrium
dendritic cell
tonsillar B-cell
proerythroblast
resting CD4 T-cell
thyroid gland
nasal epithelium cell
fast-twitch muscle fiber
dental pulp stem cell
occipital lobe
pancreatic duct (duct of Wirsung)
conjunctival epithelium cell
peripheral blood tumor specific CD8 effector T-cell
basal epidermis cell
granulocyte (polymorphonuclear leukocyte)
chondrocyte
pyramidal neuron (hippocampus)
germinal center B-cell
colony-forming unit-erythroid (CFU-E)
lung
seminal vesicle
jejunum
trigeminal ganglion
adrenal gland cortex (adrenal cortex)
synovial fluid
conjunctiva
cerebral white matter microglia cell
umbilical cord immature (transitional) B-cell
liver
chondrogenic progenitor cell
pyramidal neuron (superior frontal gyrus)
trabecular meshwork cell
amniocyte
pulmonary (lung) myofibroblast
vermis
satellite cell derived myoblast
suprabasal epidermis cell
pulmonary (lung) fibroblast
immature (transitional) B-cell
metamyelocyte
placenta
pituitary gland (hypophysis)
dermal papilla
bronchial smooth muscle cell
pyramidal neuron (primary visual cortex)
granulocyte-macrophage progenitor (GMP) cell
mesenchymal stem cell derived adipocyte
pancreatic islet (islet of Langerhans)
satellite cell derived myotube
esophagus (oesophagus)
megakaryocyte-erythroid progenitor (MEP) cell
peripheral blood CD4 stem cell memory T-cell
dermal papilla cell
peripheral blood CD4 T-cell
neutrophil granulocyte
cerebellum
umbilical vein endothelium cell
aortic (vascular) smooth muscle cell
lymph node CD4+ T-cell
eosinophil granulocyte
activated CD8 T-cell
embryo
activated CD4 T-cell
kidney
brain (encephalon)
peripheral blood CD4 naive regulatory T-cell
peripheral blood lymphocyte
Brodmann area 46
naive B-cell
dermal fibroblast
peripheral blood CD4 naive T-cell
retina
right ventricle interventricular septum
epidermis
myelocyte
microvascular endothelium cell
skeletal muscle derived mesoangioblast
substantia nigra
multipotent progenitor (MPP) cell
epididymal corpus
peripheral blood CD4 memory regulatory T-cell
middle temporal gyrus (Brodmann area 21)
iliac artery endothelium cell
hepatocyte
pancreatic islet cell
early promyelocyte
tumor derived CD4+ T-cell
umbilical cord naive B-cell
entorhinal cortex
genu
spleen
peripheral blood CD4 effector memory T-cell
aortic endothelium cell
dermal lymphatic microvessel endothelium cell
peripheral blood CD4 activated T-cell
peripheral blood CD8 activated T-cell
alveolar macrophage
natural killer cell
caudate nucleus
scalp
large airway epithelium cell
peripheral blood CD4 resting T-cell
cornea
internal (medial) globus pallidus
conjunctival epithelium cell (sp.)
ileum
osteoblast
iliac vein endothelium cell
peripheral blood mononuclear cell
hepatic artery endothelium cell
peripheral blood CD4 central memory T-cell
nasal epithelium
leukocyte
nasal organotypic tissue culture
hippocampus
peripheral blood CD8 T-cell
umbilical artery endothelium cell
pulmonary vein endothelium cell
left internal mammary artery
ileal epithelium cell
blood
diencephalon
bronchial organotypic tissue culture
cumulus cell
peripheral blood T-cell
pulmonary artery endothelium cell
chorion villus
prostatic stroma fibromuscular cell
tumor derived T-cell
bronchiolar (small airway) epithelium cell
cuboidal alveolar type 2 cell (AT2)
colonic gland (crypt)
epididymal caput
synovial fibroblast
choroid
fetal retina pigment epithelium cell
activated memory B-cell
B-cell
superior frontal gyrus
hepatic vein endothelium cell
tonsillar T-cell
bronchial (primary, main stem) epithelium cell
tumor derived oligodendrocyte progenitor cell
corneal limbus
choroid microvessel endothelium cell
anergic B-cell
lower lobe small airway epithelial cell
monocyte derived macrophage
upper lobe small airway epithelial cell
myeloid dendritic cell
retinal pigment epithelium
postcentral gyrus
coronary artery endothelium cell
blood outgrowth endothelial cell
ovarian granulosa cell
peripheral blood CD8 resting T-cell
retina microvessel endothelium cell
tonsillar naive B-cell
tonsillar centrocyte
hair follicle keratinocyte
tonsillar centroblast
tracheal epithelium cell
CD4 single positive thymocyte
tonsillar memory B-cell
cerebrospinal fluid cell
iris microvascular endothelium cell
fetal retina pigment epithelium
epidermal Langerhans cell
cortical astrocyte
tumor derived astrocyte
thrombus derived leukocyte
cardiomyocyte (heart muscle cell)
renal tubulointerstitium
synovial fluid mononuclear cell
glomerulus
tarsal conjunctiva
frontal pole
double positive thymocyte
fetal retina
tonsillar plasmablast
neonatal foreskin derived fibroblast
bronchial epithelium cell 3D culture
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CMA1

Showing 1 measure(s) of 1 gene(s) on selection: HS-0
394 anatomical parts from data selection: HS_AFFY_U133PLUS_2-0Dataset:

created with GENEVESTIGATOR

Supplementary Figure S3. Tissue 
expressions of the most significant 
Primary Marker per cell type identified by 
CellMaDe analyzed by Genevestigator 
from 394 human anatomically annotated 
tissue expression profiles. 
The genes are predicted to be expressed 
in A) Subcutaneous Adipocytes, 
B)Pericardial Adipocytes, C) Adipose 
Stem Cells, D) Mesenchymal Stromal 
Cells, E) Fibroblasts, F) Chondrocytes, 
G) Osteoblasts, H) Smooth Muscle Cells, 
I) Endothelial Cells, J) Erytrhoblasts, K) 
Platelets, L) Natural Killer Cells, M) 
CD4+ T cells, N) CD8+ T cells, O) B 
Cells, P) Plasmacytoid Dendritic Cells, 
Q) Eosinophils, R) Neutrophils, S) 
Myeloid Dendritic Cells, U) Monocyes, V) 
Macrophages.

*The data is accessed on 12/08/2017. 

A) Subcutaneous Adipocytes

C) A. Stromal/
D) Mesenchymal stromal/stem
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Homo sapiens (394)
adrenal gland
heart right atrial appendage
prostatic stroma cell
adrenal gland cortex (adrenal cortex)
prostatic stroma fibromuscular cell
omental adipose tissue
aortic valve
gall bladder
ovary (female gonad)
lymph node
pancreatic duct (duct of Wirsung)
heart left atrial appendage
heart atrium
kidney
epididymal caput
coronary artery
lung
sural nerve
ovarian stroma cell
pancreas
right ventricle interventricular septum
liver-infiltrating lymphocyte
stomach fundus
mediastinal adipose tissue (MAT, intrathoracic adipose tissue)
internal mammary artery wall
epididymal cauda
heart right ventricle
renal (kidney) medulla
epididymal corpus
liver
renal tubulointerstitium
seminal vesicle
urinary bladder stromal fibromuscular cell
reticular dermis cell
inguinal lymph node
heart muscle (myocardium, cardiac muscle)
artery
renal (kidney) cortex
adipose tissue (fat)
urinary bladder
heart
spleen
diaphragm muscle
glomerulus
synovial fluid
saphenous vein
placenta
cardiomyocyte (heart muscle cell)
aorta
vein
uterus
heart ventricle
oviduct (fallopian tube)
heart left ventricle
aortic root wall
uterine myometrium
ovarian granulosa cell
choroid
stomach cardia
large intestine
uterine cervix
thymus
colorectum
bronchus (primary, main stem)
prostate (prostate gland)
vagina
small intestine
thyroid gland
rectum
lateral rectus muscle
pyloric antrum
ovarian (surface) epithelium cell
cumulus cell
joint
medial rectus muscle
trachea
subcutaneous abdominal adipose tissue (SAAT)
bronchial organotypic tissue culture
subcutaneous adipose tissue (SAT)
breast (mammary gland)
corneal limbus
synovium (synovial membrane)
chorion villus
stomach
transiliac crest core
trigeminal ganglion
testis (male gonad)
left internal mammary artery
gluteal subcutaneous adipose tissue (glutSAT)
caecum (cecum)
skin
biceps femoris muscle
uterine endometrium
spinal ganglion (dorsal root ganglion)
labial salivary gland
tonsil
ascending colon
skeletal muscle myoblast
nasal organotypic tissue culture
conjunctiva
colonic mucosa
rectosigmoid colonic mucosa
genu
sigmoid colon
jejunum
salivary gland
urethra
mesenchymal stem cell derived adipocyte
ascending colonic mucosa
pituitary gland (hypophysis)
colonic gland (crypt)
pharyngeal mucosa
retinal pigment epithelium
nasopharynx (epipharynx)
sigmoid colonic mucosa
rectus abdominus muscle
tongue squamous epithelium cell
colon
spinal cord
colon polyp
growth plate
transverse colon
coronary artery smooth muscle cell
tongue
nipple
pons
descending colon
quadriceps femoris muscle
deltoid muscle
cerebral white matter microglia cell
minor salivary gland
medulla oblongata
dermal lymphatic microvessel endothelium cell
hepatic artery endothelium cell
bone marrow mononuclear cell
saliva
cerebral white matter oligodendrocyte progenitor cell
eosinophil granulocyte
resting T-cell (unspecified)
duodenum
penis
esophagus (oesophagus)
embryo
brain (encephalon)
nasopharyngeal (epipharyngeal) epithelium
dermal papilla
middle temporal gyrus (Brodmann area 21)
breast (mammary gland) stroma cell
descending colonic mucosa
cortical oligodendrocyte progenitor cell
retina
colonic epithelium cell (colonocyte)
peripheral blood CD8 resting T-cell
fetal retina
activated T-cell (unspecified)
internal (medial) globus pallidus
vermis
oral mucosa (unspecified)
amygdala
bone marrow derived mesenchymal stem cell
hepatic vein endothelium cell
ventral tegmental area
ileum
umbilical artery endothelium cell
hepatocyte
accumbens nucleus
putamen
cerebral cortex (neopallium)
Brodmann area 10
natural killer cell
corpus callosum
pancreatic islet cell
skeletal muscle
thalamus (dorsal thalamus)
cerebral white matter
subthalamic nucleus
ileal epithelium cell
basal ganglia
substantia nigra
pancreatic islet (islet of Langerhans)
tonsillar resting T-cell (unspecified)
hippocampus
cerebral hemisphere
temporal lobe
pyramidal neuron (middle temporal gyrus)
frontal lobe
vulva
globus pallidus
superior vestibular nucleus
pars compacta
midbrain (mesencephalon)
parietal lobe
superior frontal gyrus
entorhinal cortex
hypothalamus
associative striatum
pars reticulata
occipital lobe
gingiva
lateral thalamic nucleus
lymph node CD4+ T-cell
aortic endothelium cell
vastus lateralis muscle
postcentral gyrus
epidermal melanocyte
bone marrow endothelium progenitor cell
bone marrow cell
Brodmann area 46
fetal oligodendrocyte progenitor cell
epidermal keratinocyte
tumor derived CD4+ T-cell
neuron
tonsillar activated T-cell (unspecified)
caudate nucleus
synovial fluid mononuclear cell
tonsillar natural killer cell
cerebellum
peripheral blood natural killer T-cell
resting CD8 T-cell
fetal retina pigment epithelium cell
pyramidal neuron (superior frontal gyrus)
large stellate neuron (entorhinal cortex)
activated CD8 T-cell
tonsillar CD8 resting T-cell
tumor derived oligodendrocyte progenitor cell
pyramidal neuron (primary visual cortex)
pyramidal neuron (posterior cingulate)
pyramidal neuron (hippocampus)
tonsillar CD4 activated T-cell
tonsillar CD4 regulatory T-cell
astrocyte (unspecified)
tonsillar CD4 resting T-cell
resting CD4 T-cell
tonsillar CD8 activated T-cell
biceps brachii
fast-twitch muscle fiber
prefrontal cortex
bronchial smooth muscle cell
bone marrow
hepatic myofibroblast
epidermis
plasmacytoid dendritic cell
peripheral blood CD8 activated T-cell
uterine endometrium stroma cell
tonsillar CD30 T-cell
tonsillar CD8 T-cell
peripheral blood CD4 T-large granular lymphocyte
cornea
slow-twitch muscle fiber
peripheral blood CD8 T-cell
dendritic cell
oocyte
activated CD4 T-cell
cuboidal alveolar type 2 cell (AT2)
posterior superior temporal gyrus (Brodmann area 22)
platelet (thrombocyte)
peripheral blood CD8 central memory T-cell
germinal center B-cell
amniotic fluid
umbilical vein endothelium cell
peripheral blood CD8 effector memory T-cell
umbilical cord blood neutrophil granulocyte
suprabasal epidermis cell
tonsillar CD4 T-cell
dental pulp stem cell
frontal pole
nasal epithelium
neutrophil granulocyte
diencephalon
fetal retina pigment epithelium
tumor derived CD8+ T-cell
B-cell
memory B-cell
bone marrow plasma cell
chorion villus cell
umbilical cord
peripheral blood CD8 effector memory RA T-cell
basal epidermis cell
monocyte derived dendritic cell
peripheral blood CD8 naive T-cell
aortic (vascular) smooth muscle cell
peripheral blood leukocyte
tonsillar B-cell
amniocyte
pulmonary microvessel endothelium cell
conjunctival epithelium cell (sp.)
monocyte
bone marrow erythroblast
lymphocyte
scalp
peripheral blood CD4 T-cell
chondrocyte
conjunctival epithelium cell
peripheral blood CD4 resting T-cell
naive B-cell
cerebral white matter astrocyte
macrophage
leukocyte
plasma cell
iris microvascular endothelium cell
peripheral blood lymphocyte
orthochromatophilic normoblast (late erythroblast)
choroid microvessel endothelium cell
chondrogenic progenitor cell
pulmonary vein endothelium cell
proerythroblast
tonsillar T-cell
pulmonary artery endothelium cell
colony-forming unit-erythroid (CFU-E)
erythroid progenitor cell
bone marrow stromal cell
alveolar macrophage
anergic B-cell
large airway epithelium cell
myeloid dendritic cell
polychromatophilic normoblast (intermediate erythroblast)
peripheral blood CD4 activated T-cell
umbilical cord naive B-cell
retina microvessel endothelium cell
peripheral blood tumor specific CD8 effector T-cell
peripheral blood mononuclear cell
blood outgrowth endothelial cell
breast (mammary gland) epithelium cell
cortical astrocyte
peripheral blood CD4 regulatory T-cell
synovial fibroblast
osteoblast
bone marrow myeloid cell
nasal epithelium cell
bronchiolar (small airway) epithelium cell
iliac artery endothelium cell
satellite cell derived myotube
iliac vein endothelium cell
peripheral blood CD4 naive T-cell
CD4 single positive thymocyte
satellite cell derived myoblast
blood
lower lobe small airway epithelial cell
osteoblast like cell
immature (transitional) B-cell
upper lobe small airway epithelial cell
dermal papilla cell
tonsillar germinal center B-cell
thrombus derived leukocyte
peripheral blood T-cell
hair follicle keratinocyte
peripheral blood helper (CD4 effector) T-cell
peripheral blood CD4 naive regulatory T-cell
dermal fibroblast
peripheral blood CD4 memory regulatory T-cell
granulocyte (polymorphonuclear leukocyte)
pulmonary (lung) myofibroblast
buccal epithelium organotypic model
tracheal epithelium cell
double positive thymocyte
urinary bladder urothelium (epithelium) cell
gingival epithelium organotypic model
umbilical cord immature (transitional) B-cell
peripheral blood CD4 memory T-cell
bone marrow polymorphonuclear cell (PMN)
tumor derived T-cell
bone marrow CD4 T-cell
peripheral blood CD4 central memory T-cell
cerebrospinal fluid cell
pulmonary (lung) fibroblast
microvascular endothelium cell
epidermal Langerhans cell
coronary artery endothelium cell
tonsillar memory B-cell
tonsillar naive B-cell
peripheral blood CD4 effector memory T-cell
bone marrow hematopoietic stem cell
tumor derived astrocyte
neonatal foreskin derived fibroblast
tonsillar centroblast
band cell
metamyelocyte
tonsillar centrocyte
tarsal conjunctiva
skeletal muscle derived mesoangioblast
granulocyte-macrophage progenitor (GMP) cell
myelocyte
tonsillar plasmablast
bronchial (primary, main stem) epithelium cell
late promyelocyte
trabecular meshwork cell
early promyelocyte
bronchial epithelium cell 3D culture
multipotent progenitor (MPP) cell
monocyte derived macrophage
megakaryocyte-erythroid progenitor (MEP) cell
common myeloid progenitor (CMP) cell
activated memory B-cell
peripheral blood CD4 stem cell memory T-cell
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Level of expression
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Showing 1 measure(s) of 1 gene(s) on selection: HS-2
394 anatomical parts from data selection: HS_AFFY_U133PLUS_2-2Dataset:

created with GENEVESTIGATOR

B) Pericardial Adipocytes
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# of samples

2
7 4

3
3
2

1 0
2

1 2
2 1
1 7
3 6

6
3
9

2 4
1 7

128
7 4
1 4

6
2

8 7
618

1 2
2
1
9

3 6
4 7
1 1
4 0

401
3 4

2202
3

4 0
6 9

1
641

1580
1 6
1 8

4
141

7
1 8
1 2
5 0
1 2
3 8
1 2

118
4

8 1
1 2

191
5

1 4
3

1 0
1 5
6 4
2 7

6
1

133
6

5 8
6

4 0
1

1 0
4 3
1 7
7 1

7
4

3 7
4
2
4

112
3 5

3
142

1
6

4 4
2

6 0
1 6
1 2

7
6 0

6
3

323
3 5
6 9
6 0

6
3

2 0
5

130
6 4

489
1253

1 2
1 8

5
3

8 1
2 5

6
4 2
1 2
1 3
2 5

8
3 7

2
1 4

8
2

416
105

6 9
1

1 1
535

5 5
2 7

3
3 3

7
1 9

4
3
1

231
3 0

6
5
6

1 2
8 6
8 4

8
3

132
3 6
1 2

6
6
6

4 8
3 2
1 2
3 6
6 9

154
3 7

101
8
3

9 4
1 3

2320
1 2
2 7
6 5
3 9

2
8 4

7
6

6 8
9 9
6 7

3
9

4 0
4
1
3

2 8
165

1
1 0

3
8

7 0
3
2

4 4
3

1117
2
2
3

1 9
3 7
1 0
3 4

7
4 0
2 1

9
122

2 6
7

150
3

5 4
1 8
1 6

4
4
8

254
9
2

4 2
1 6
1 1

1
3 9
1 3
1 5
3 3
4 8
4 6
4 9
6 8

2
2 9

3
4

5 8
7
4

1 1
3

6 6
3 5
6 4

4
1 6

8
6

5 3
1 5

117
2 0
6 2
1 0
1 9

250
1 8
1 0
9 0
3 2
2 8

179
6 2
3 1

4
514

1 5
8
6

3 5
1 1

8
5 1
1 5
1 3
1 0
1 7

6
7

3 6
1 7

3
3

2 1
6

1 8
8

2 8
1 4

1
1 5

2
4 2
1 3
2 1

8
5
1
1
5
7
3

7 0
2 3

8
3

1 8
1 8
1 8

7
2 4

2850
1 5
1 5

6
4
4
1

1 3
5
8
5
3

153
3
9

157
6

5 1
1 8

8
6
6

1 5
2

1 6
2
8
1
6
4
4
2

1 6
1 4

3
1 1

7
3
6
4

1 8
4
3

2 7
8 9
3 0

1
2 7

3
6

1 6
1 0

9
6
2

1 2
2 1

4
4

2 8
6
1
4
2
9
3
7
3

1 0
165

6
5
5
5
5
5
5

3 8
5

1 9

Homo sapiens (394)
iliac vein endothelium cell
synovial fibroblast
skeletal muscle derived mesoangioblast
hepatic vein endothelium cell
aortic endothelium cell
colonic gland (crypt)
neonatal foreskin derived fibroblast
dermal papilla cell
osteoblast like cell
coronary artery endothelium cell
gingival epithelium organotypic model
microvascular endothelium cell
hepatic artery endothelium cell
umbilical artery endothelium cell
mesenchymal stem cell derived adipocyte
deltoid muscle
dermal fibroblast
glomerulus
osteoblast
bronchial smooth muscle cell
pulmonary vein endothelium cell
oral mucosa (unspecified)
subcutaneous abdominal adipose tissue (SAAT)
chorion villus cell
iliac artery endothelium cell
choroid
peripheral blood CD4 naive regulatory T-cell
scalp
biceps femoris muscle
satellite cell derived myotube
omental adipose tissue
subcutaneous adipose tissue (SAT)
buccal epithelium organotypic model
hepatocyte
epidermal melanocyte
internal mammary artery wall
gluteal subcutaneous adipose tissue (glutSAT)
seminal vesicle
bronchial (primary, main stem) epithelium cell
vastus lateralis muscle
bone marrow stromal cell
breast (mammary gland) stroma cell
myeloid dendritic cell
monocyte derived macrophage
conjunctiva
pulmonary (lung) fibroblast
left internal mammary artery
biceps brachii
chorion villus
aortic root wall
satellite cell derived myoblast
bronchial epithelium cell 3D culture
corneal limbus
alveolar macrophage
trabecular meshwork cell
synovium (synovial membrane)
prostatic stroma fibromuscular cell
dendritic cell
frontal pole
diaphragm muscle
blood outgrowth endothelial cell
rectus abdominus muscle
pulmonary artery endothelium cell
aortic (vascular) smooth muscle cell
synovial fluid
umbilical vein endothelium cell
chondrogenic progenitor cell
epidermis
cuboidal alveolar type 2 cell (AT2)
heart left atrial appendage
gall bladder
fetal oligodendrocyte progenitor cell
placenta
aortic valve
macrophage
medial rectus muscle
gingiva
pancreatic islet cell
colorectum
chondrocyte
hepatic myofibroblast
Brodmann area 46
sural nerve
epididymal cauda
monocyte derived dendritic cell
lateral rectus muscle
cornea
esophagus (oesophagus)
caecum (cecum)
bronchial organotypic tissue culture
heart right ventricle
urinary bladder urothelium (epithelium) cell
ovarian granulosa cell
tarsal conjunctiva
fetal retina pigment epithelium
transverse colon
breast (mammary gland)
ascending colonic mucosa
bone marrow derived mesenchymal stem cell
nasal organotypic tissue culture
hair follicle keratinocyte
suprabasal epidermis cell
tumor derived oligodendrocyte progenitor cell
cerebral white matter microglia cell
peripheral blood CD4 naive T-cell
mediastinal adipose tissue (MAT, intrathoracic adipose tissue)
lung
skin
labial salivary gland
amniocyte
anergic B-cell
reticular dermis cell
right ventricle interventricular septum
epidermal keratinocyte
prostatic stroma cell
i leum
peripheral blood CD4 memory regulatory T-cell
dermal lymphatic microvessel endothelium cell
heart right atrial appendage
ascending colon
slow-twitch muscle fiber
skeletal muscle myoblast
minor salivary gland
jejunum
retinal pigment epithelium
colon
coronary artery smooth muscle cell
peripheral blood CD4 memory T-cell
diencephalon
colon polyp
liver
breast (mammary gland) epithelium cell
vulva
dermal papilla
fast-twitch muscle fiber
bone marrow CD4 T-cell
nasal epithelium cell
urinary bladder
joint
artery
rectum
sigmoid colon
penis
peripheral blood CD4 resting T-cell
dental pulp stem cell
fetal retina
cerebrospinal fluid cell
colonic mucosa
urethra
epididymal caput
heart left ventricle
retina
tongue squamous epithelium cell
pancreatic duct (duct of Wirsung)
neuron
descending colon
pulmonary (lung) myofibroblast
genu
fetal retina pigment epithelium cell
pyramidal neuron (superior frontal gyrus)
associative striatum
sigmoid colonic mucosa
cumulus cell
prefrontal cortex
vagina
bone marrow myeloid cell
inguinal lymph node
uterine endometrium stroma cell
peripheral blood mononuclear cell
tonsillar germinal center B-cell
pyramidal neuron (posterior cingulate)
ovarian (surface) epithelium cell
peripheral blood CD4 activated T-cell
iris microvascular endothelium cell
descending colonic mucosa
cerebral white matter astrocyte
pulmonary microvessel endothelium cell
heart muscle (myocardium, cardiac muscle)
renal tubulointerstitium
substantia nigra
epididymal corpus
ileal epithelium cell
colonic epithelium cell (colonocyte)
peripheral blood CD8 activated T-cell
activated CD4 T-cell
germinal center B-cell
pyramidal neuron (hippocampus)
hippocampus
vein
lymph node CD4+ T-cell
cortical oligodendrocyte progenitor cell
uterine cervix
pancreas
colony-forming unit-erythroid (CFU-E)
cortical astrocyte
tracheal epithelium cell
retina microvessel endothelium cell
kidney
pons
urinary bladder stromal fibromuscular cell
choroid microvessel endothelium cell
bone marrow mononuclear cell
duodenum
skeletal muscle
pyramidal neuron (primary visual cortex)
tonsillar CD4 T-cell
prostate (prostate gland)
synovial fluid mononuclear cell
astrocyte (unspecified)
uterine endometrium
tumor derived CD4+ T-cell
tonsillar CD8 T-cell
peripheral blood CD4 T-cell
basal epidermis cell
brain (encephalon)
transiliac crest core
spleen
nasopharyngeal (epipharyngeal) epithelium
aorta
ovarian stroma cell
monocyte
ovary (female gonad)
heart
peripheral blood helper (CD4 effector) T-cell
spinal ganglion (dorsal root ganglion)
upper lobe small airway epithelial cell
tumor derived astrocyte
rectosigmoid colonic mucosa
caudate nucleus
adipose tissue (fat)
pyramidal neuron (middle temporal gyrus)
quadriceps femoris muscle
stomach
cerebellum
superior frontal gyrus
uterus
parietal lobe
CD4 single positive thymocyte
cerebral white matter oligodendrocyte progenitor cell
uterine myometrium
cardiomyocyte (heart muscle cell)
thrombus derived leukocyte
lower lobe small airway epithelial cell
conjunctival epithelium cell
postcentral gyrus
lymphocyte
frontal lobe
polychromatophilic normoblast (intermediate erythroblast)
trigeminal ganglion
pharyngeal mucosa
saphenous vein
umbilical cord
renal (kidney) cortex
nasal epithelium
memory B-cell
large airway epithelium cell
medulla oblongata
tongue
peripheral blood lymphocyte
embryo
peripheral blood tumor specific CD8 effector T-cell
pancreatic islet (islet of Langerhans)
peripheral blood T-cell
cerebral white matter
leukocyte
peripheral blood CD4 regulatory T-cell
middle temporal gyrus (Brodmann area 21)
proerythroblast
bronchiolar (small airway) epithelium cell
naive B-cell
heart atrium
nasopharynx (epipharynx)
B-cell
peripheral blood CD4 T-large granular lymphocyte
tumor derived CD8+ T-cell
Brodmann area 10
midbrain (mesencephalon)
tonsillar B-cell
salivary gland
spinal cord
adrenal gland
pars compacta
adrenal gland cortex (adrenal cortex)
temporal lobe
oviduct (fallopian tube)
double positive thymocyte
thyroid gland
large intestine
occipital lobe
stomach fundus
large stellate neuron (entorhinal cortex)
superior vestibular nucleus
resting CD8 T-cell
tonsillar centroblast
myelocyte
posterior superior temporal gyrus (Brodmann area 22)
epidermal Langerhans cell
pituitary gland (hypophysis)
renal (kidney) medulla
plasma cell
peripheral blood CD8 resting T-cell
activated CD8 T-cell
granulocyte-macrophage progenitor (GMP) cell
tonsil
early promyelocyte
entorhinal cortex
cerebral cortex (neopallium)
nipple
small intestine
subthalamic nucleus
corpus callosum
thalamus (dorsal thalamus)
pars reticulata
basal ganglia
blood
hypothalamus
tonsillar centrocyte
bone marrow hematopoietic stem cell
conjunctival epithelium cell (sp.)
lateral thalamic nucleus
vermis
plasmacytoid dendritic cell
tonsillar resting T-cell (unspecified)
tonsillar T-cell
tonsillar activated T-cell (unspecified)
late promyelocyte
bone marrow
thymus
lymph node
peripheral blood leukocyte
umbilical cord blood neutrophil granulocyte
peripheral blood CD8 T-cell
activated memory B-cell
pyloric antrum
heart ventricle
stomach cardia
peripheral blood CD4 central memory T-cell
umbilical cord naive B-cell
ventral tegmental area
megakaryocyte-erythroid progenitor (MEP) cell
trachea
resting CD4 T-cell
bronchus (primary, main stem)
immature (transitional) B-cell
umbilical cord immature (transitional) B-cell
resting T-cell (unspecified)
amygdala
globus pallidus
metamyelocyte
peripheral blood CD4 effector memory T-cell
eosinophil granulocyte
common myeloid progenitor (CMP) cell
coronary artery
peripheral blood CD8 naive T-cell
internal (medial) globus pallidus
peripheral blood CD8 effector memory RA T-cell
oocyte
accumbens nucleus
granulocyte (polymorphonuclear leukocyte)
bone marrow plasma cell
cerebral hemisphere
putamen
peripheral blood CD8 effector memory T-cell
tonsillar memory B-cell
natural killer cell
testis (male gonad)
amniotic fluid
peripheral blood CD4 stem cell memory T-cell
activated T-cell (unspecified)
erythroid progenitor cell
bone marrow endothelium progenitor cell
peripheral blood CD8 central memory T-cell
band cell
platelet (thrombocyte)
tonsillar naive B-cell
multipotent progenitor (MPP) cell
orthochromatophilic normoblast (late erythroblast)
bone marrow cell
growth plate
bone marrow erythroblast
tonsillar plasmablast
bone marrow polymorphonuclear cell (PMN)
tumor derived T-cell
neutrophil granulocyte
tonsillar CD8 activated T-cell
tonsillar CD30 T-cell
tonsillar natural killer cell
peripheral blood natural killer T-cell
tonsillar CD4 resting T-cell
tonsillar CD4 activated T-cell
tonsillar CD8 resting T-cell
saliva
tonsillar CD4 regulatory T-cell
liver-infiltrating lymphocyte
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Level of expression
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Showing 1 measure(s) of 1 gene(s) on selection: HS-3
394 anatomical parts from data selection: HS_AFFY_U133PLUS_2-3Dataset:

created with GENEVESTIGATOR

C) Adipose Stem CellsC) Adipose Stem/Stromal Cells
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1 4
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6
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1253
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1 8
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6
6
4
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4
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3
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7
7

3 7
4
8
2

2 4
7

2 7
3
2

1 8
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1
6

5 8
2 7
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3
4
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4
2
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2 1
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3
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1 6

6
2
2
2
1
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8
3

4 8
3

1 8
1 2
1 6
1 4

1
6
8

1 6
1

1 0
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1 0

1
5 8

6
5
6
8

1 7
132

1 9
5

1 3
1 2
2 4

6
1 2

6
1 7

8
1 6

4
3
8
5

7 1
1

1 6
1 8
1 1

2
2 5
1 5

5
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2
8
5
5

1 5
2

4 0
3

5 3
1 2
1 8
1 8

4
7
1
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8
4

5 0
7
7

1 0
2 7

3
3

5 1
1
4

6 4
8
6

2 3
9

153
3

2202
401

3
9
8
5
8
1
1

1 2
7 0

4
6 9

101
1 3

9
2 8
5 5

4
157

5
5

3 2
6

1 5
6

4 9
2

2 7
2

8 4
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2 8

122
6 5
1 2

7
2 6

2
1 0
2 1

8
1 8

6
4

6 0
2 8

191
1 3

5
165

2 8
250

1 2
6
3

3 3
2 1
1 0
6 4

6
6

117
489

1 2
2

3 6
3 7
3 5
2 0
3 4

133
9 4
3 9

9
8 7
1 7
3 0

4
1 6

6
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3 0
3 9
3 6

3
1580
1117

4
3

1 4
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8
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4 4
3
5
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4 0
4 6

1
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9
1
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1 3
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3 4
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4
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8
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1 0
150

2 1
4
3
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2
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8 4
1 1
1 1

4
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4

1 8
4
3
7
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3
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6 4
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2
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1 2

3
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6
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4
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1
6
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1
9
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6
2
2
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3
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9
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6
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3
4 2

2
1
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7
6
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7
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3 5

3
4
6
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3
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3
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3
3

1 2
3
3
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6
7
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7

8 6
5
2
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3
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1
2
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1

1 5
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Homo sapiens (394)
osteoblast
bone marrow stromal cell
bone marrow derived mesenchymal stem cell
chondrogenic progenitor cell
skeletal muscle derived mesoangioblast
skin
dermal fibroblast
breast (mammary gland) stroma cell
osteoblast like cell
satellite cell derived myotube
granulocyte (polymorphonuclear leukocyte)
scalp
satellite cell derived myoblast
saliva
dental pulp stem cell
nasopharynx (epipharynx)
lateral thalamic nucleus
umbilical cord blood neutrophil granulocyte
uterine endometrium stroma cell
nasopharyngeal (epipharyngeal) epithelium
globus pallidus
bone marrow erythroblast
coronary artery smooth muscle cell
pars compacta
pars reticulata
pancreatic islet cell
peripheral blood CD8 naive T-cell
nipple
chondrocyte
mesenchymal stem cell derived adipocyte
cerebral white matter astrocyte
putamen
oocyte
resting T-cell (unspecified)
subthalamic nucleus
urinary bladder urothelium (epithelium) cell
vermis
heart ventricle
epidermis
accumbens nucleus
dendritic cell
dermal papilla
peripheral blood CD8 central memory T-cell
skeletal muscle
peripheral blood CD8 effector memory RA T-cell
activated T-cell (unspecified)
large intestine
bone marrow endothelium progenitor cell
midbrain (mesencephalon)
peripheral blood CD8 effector memory T-cell
synovial fibroblast
natural killer cell
coronary artery
skeletal muscle myoblast
neonatal foreskin derived fibroblast
heart
activated CD8 T-cell
monocyte derived dendritic cell
heart atrium
oviduct (fallopian tube)
pulmonary (lung) myofibroblast
bone marrow myeloid cell
thalamus (dorsal thalamus)
dermal papilla cell
ventral tegmental area
superior vestibular nucleus
synovial fluid
penis
ovarian stroma cell
amygdala
cerebral hemisphere
salivary gland
pancreatic islet (islet of Langerhans)
medulla oblongata
choroid
uterine myometrium
adrenal gland
plasma cell
stomach cardia
uterine cervix
temporal lobe
heart left ventricle
tongue
tonsillar CD4 resting T-cell
caudate nucleus
tongue squamous epithelium cell
basal ganglia
saphenous vein
chorion villus cell
tonsillar CD8 activated T-cell
spinal cord
tumor derived CD8+ T-cell
trigeminal ganglion
hepatic myofibroblast
small intestine
vagina
tonsillar CD8 resting T-cell
macrophage
resting CD8 T-cell
spinal ganglion (dorsal root ganglion)
corpus callosum
peripheral blood CD4 T-large granular lymphocyte
retinal pigment epithelium
epidermal keratinocyte
adipose tissue (fat)
peripheral blood natural killer T-cell
i leum
urinary bladder stromal fibromuscular cell
pharyngeal mucosa
tonsillar CD4 regulatory T-cell
tonsillar CD4 activated T-cell
hypothalamus
pons
prostate (prostate gland)
epidermal melanocyte
umbilical cord
tonsillar germinal center B-cell
occipital lobe
amniocyte
myeloid dendritic cell
tonsillar CD8 T-cell
activated CD4 T-cell
monocyte
renal (kidney) medulla
umbilical cord immature (transitional) B-cell
biceps brachii
eosinophil granulocyte
tonsillar CD4 T-cell
testis (male gonad)
vulva
suprabasal epidermis cell
joint
Brodmann area 10
resting CD4 T-cell
aorta
frontal lobe
trachea
bronchus (primary, main stem)
cerebral cortex (neopallium)
ovary (female gonad)
bone marrow
germinal center B-cell
hepatocyte
subcutaneous adipose tissue (SAT)
basal epidermis cell
growth plate
pyloric antrum
tonsillar natural killer cell
stomach fundus
peripheral blood CD8 resting T-cell
diencephalon
fetal retina pigment epithelium cell
pancreas
immature (transitional) B-cell
gluteal subcutaneous adipose tissue (glutSAT)
prefrontal cortex
plasmacytoid dendritic cell
lymph node
large stellate neuron (entorhinal cortex)
breast (mammary gland) epithelium cell
orthochromatophilic normoblast (late erythroblast)
peripheral blood leukocyte
peripheral blood CD4 resting T-cell
prostatic stroma fibromuscular cell
peripheral blood T-cell
pulmonary microvessel endothelium cell
renal (kidney) cortex
bronchial smooth muscle cell
cerebellum
bone marrow cell
pyramidal neuron (posterior cingulate)
umbilical cord naive B-cell
descending colonic mucosa
parietal lobe
platelet (thrombocyte)
uterine endometrium
ovarian (surface) epithelium cell
erythroid progenitor cell
tonsil
tumor derived CD4+ T-cell
iris microvascular endothelium cell
lymph node CD4+ T-cell
synovial fluid mononuclear cell
urethra
pulmonary (lung) fibroblast
microvascular endothelium cell
peripheral blood CD8 activated T-cell
tarsal conjunctiva
cerebral white matter
synovium (synovial membrane)
dermal lymphatic microvessel endothelium cell
tonsillar CD30 T-cell
neutrophil granulocyte
pyramidal neuron (hippocampus)
peripheral blood lymphocyte
trabecular meshwork cell
neuron
frontal pole
pyramidal neuron (middle temporal gyrus)
pituitary gland (hypophysis)
diaphragm muscle
rectus abdominus muscle
fetal retina pigment epithelium
aortic (vascular) smooth muscle cell
nasal epithelium
lung
left internal mammary artery
uterus
pyramidal neuron (superior frontal gyrus)
cumulus cell
lymphocyte
memory B-cell
pyramidal neuron (primary visual cortex)
umbilical vein endothelium cell
inguinal lymph node
peripheral blood CD4 activated T-cell
peripheral blood CD4 naive regulatory T-cell
oral mucosa (unspecified)
deltoid muscle
bone marrow plasma cell
urinary bladder
spleen
descending colon
leukocyte
sigmoid colon
rectosigmoid colonic mucosa
adrenal gland cortex (adrenal cortex)
hepatic artery endothelium cell
vastus lateralis muscle
kidney
colorectum
reticular dermis cell
minor salivary gland
liver-infiltrating lymphocyte
brain (encephalon)
bone marrow mononuclear cell
jejunum
peripheral blood mononuclear cell
esophagus (oesophagus)
choroid microvessel endothelium cell
tonsillar resting T-cell (unspecified)
colon
colonic epithelium cell (colonocyte)
stomach
gall bladder
peripheral blood CD4 naive T-cell
astrocyte (unspecified)
vein
subcutaneous abdominal adipose tissue (SAAT)
tonsillar B-cell
substantia nigra
buccal epithelium organotypic model
heart right ventricle
heart muscle (myocardium, cardiac muscle)
peripheral blood CD4 memory regulatory T-cell
posterior superior temporal gyrus (Brodmann area 22)
proerythroblast
breast (mammary gland)
peripheral blood CD8 T-cell
ascending colon
alveolar macrophage
liver
colonic gland (crypt)
peripheral blood CD4 T-cell
thyroid gland
corneal limbus
thymus
tracheal epithelium cell
tonsillar activated T-cell (unspecified)
ileal epithelium cell
peripheral blood CD4 regulatory T-cell
caecum (cecum)
retina
duodenum
colonic mucosa
colon polyp
peripheral blood CD4 effector memory T-cell
conjunctival epithelium cell (sp.)
B-cell
blood
polychromatophilic normoblast (intermediate erythroblast)
embryo
gingiva
conjunctival epithelium cell
medial rectus muscle
nasal epithelium cell
retina microvessel endothelium cell
middle temporal gyrus (Brodmann area 21)
mediastinal adipose tissue (MAT, intrathoracic adipose tissue)
peripheral blood CD4 central memory T-cell
bronchiolar (small airway) epithelium cell
iliac artery endothelium cell
gingival epithelium organotypic model
chorion villus
transverse colon
naive B-cell
prostatic stroma cell
large airway epithelium cell
placenta
cerebral white matter oligodendrocyte progenitor cell
Brodmann area 46
artery
pancreatic duct (duct of Wirsung)
aortic valve
lower lobe small airway epithelial cell
lateral rectus muscle
amniotic fluid
bronchial organotypic tissue culture
internal mammary artery wall
bone marrow hematopoietic stem cell
aortic endothelium cell
iliac vein endothelium cell
upper lobe small airway epithelial cell
colony-forming unit-erythroid (CFU-E)
tonsillar centrocyte
nasal organotypic tissue culture
umbilical artery endothelium cell
epidermal Langerhans cell
omental adipose tissue
cornea
aortic root wall
hepatic vein endothelium cell
peripheral blood helper (CD4 effector) T-cell
pulmonary vein endothelium cell
seminal vesicle
peripheral blood CD4 memory T-cell
heart left atrial appendage
fetal retina
biceps femoris muscle
conjunctiva
cuboidal alveolar type 2 cell (AT2)
tonsillar centroblast
quadriceps femoris muscle
ovarian granulosa cell
right ventricle interventricular septum
associative striatum
heart right atrial appendage
hippocampus
transiliac crest core
tumor derived T-cell
tonsillar T-cell
coronary artery endothelium cell
ascending colonic mucosa
bone marrow polymorphonuclear cell (PMN)
band cell
hair follicle keratinocyte
entorhinal cortex
genu
CD4 single positive thymocyte
peripheral blood tumor specific CD8 effector T-cell
double positive thymocyte
sigmoid colonic mucosa
fetal oligodendrocyte progenitor cell
bronchial (primary, main stem) epithelium cell
epididymal corpus
epididymal caput
labial salivary gland
epididymal cauda
cortical oligodendrocyte progenitor cell
tonsillar memory B-cell
glomerulus
renal tubulointerstitium
tonsillar naive B-cell
bone marrow CD4 T-cell
pulmonary artery endothelium cell
fast-twitch muscle fiber
slow-twitch muscle fiber
superior frontal gyrus
postcentral gyrus
cerebral white matter microglia cell
tonsillar plasmablast
late promyelocyte
metamyelocyte
peripheral blood CD4 stem cell memory T-cell
internal (medial) globus pallidus
cardiomyocyte (heart muscle cell)
cerebrospinal fluid cell
anergic B-cell
myelocyte
tumor derived oligodendrocyte progenitor cell
granulocyte-macrophage progenitor (GMP) cell
activated memory B-cell
megakaryocyte-erythroid progenitor (MEP) cell
early promyelocyte
bronchial epithelium cell 3D culture
common myeloid progenitor (CMP) cell
monocyte derived macrophage
thrombus derived leukocyte
tumor derived astrocyte
cortical astrocyte
rectum
multipotent progenitor (MPP) cell
blood outgrowth endothelial cell
sural nerve
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Level of expression

KRTAP1-1

Showing 1 measure(s) of 1 gene(s) on selection: HS-4
394 anatomical parts from data selection: HS_AFFY_U133PLUS_2-4Dataset:
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D) Mesenchymal Stromal CellsC) Mesenchymal Stem/Stromal Cells
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# of samples

1 6
6 8
2 5
6 4
3 7

2
8 1
4 0
5 0
4 7

7
3 3

132
1 0

8
1580

4 8
1 7
1 1

2
1

1 0
7
6

1 2
2

1 2
1 9

1
1 8

6
5 3

8
128

3
112

8 7
6

101
6 5
3 7
4 2

6
7

2 8
4 8
2 7
6 8

3
5 1
3 6
6 4
1 8
6 6

4
2 1
2 8

3
3 6
1 8

8
2 9
5 8
5 4
3 8
1 7
3 3
7 0

6
8
6

1 2
8
4

2 3
1 2

7
7

1 8
3 4

8
489

6
105

1 4
2

2 5
1 6

2
6
2
4

3 1
1 2
1 5

1
8

1 4
2

1253
3 0

3
4
7
9

2 8
4 0
8 4
1 2

2
6

1 3
4

2 7
165

4 0
2 7

3
8

6 0
1 0

3
2 8
1 4

1
3 8
5 8

1
1 8

9
8 9

8
8
2
6

2 4
1 6

1
6
1

3 0
4

2 0
6

1 8
1 6
2 1
1 1

6
3 5

6
1 5
1 0

8
8
3
5
9
6

8 4
1 3

8
1 8

1
4

7 4
1 0

9
1 5

6
1 6
1 6
1 7

1
7

6 4
1

416
3

1 5
9 4

4
3

7 4
4 0

3
1
4
5
5
3
3
5
6

1 7
3 9
4 4

9
6 9
3 5

142
3

1 6
122

3
2
6

1 2
3

6 0
6

1 6
5
2

1 0
3
5

1117
3
4

1 2
1 4
4 2
2 7
2 1
1 3

5
5

2 0
4
1

4 6
7

157
1 8
5 5

165
3
1

1 4
7

2 1
9 0
6 9
6 2
3 2

179
3 9

3
4
6

4 9
5
5

191
154

3 6
2 4
7 1
3 7
1 1

254
1 2
3 5

5
2
7

1 3
5

7 0
6

3 6
250

3 4
4

6 7
130

3 6
6

2850
401

6
1 9
1 0

3
5 1

9
1 0
3 5

4
1 1
2 6

8
7

1 8
4 3
2 1

1
4

1 9
3

3 7
4 0

5
150

4 2
2
3

3 2
153

6
117
535

9 9
1
6

1 5
323

6 9
2320

6
2

1 3
1 9

3
4
4

1 2
3

1 5
1 5

6
3
7

1 5
4

618
1 2

3
1 2
8 1

9
133

4 4
2
6
3

2202
6
9

514
3
2
4

1 1
1 1
1 3

4
1 0

2
3

6 9
2

1 2
1 0
6 2

7
6 0

641
1 8
1 2

141
2 7

8
118

3
231

4
1 7
8 6

5
1 8

4
1
2

1 5
3
2
2
1
3
5
3
3

Homo sapiens (394)
heart right ventricle
heart muscle (myocardium, cardiac muscle)
heart right atrial appendage
rectus abdominus muscle
slow-twitch muscle fiber
heart
right ventricle interventricular septum
heart left atrial appendage
biceps brachii
biceps femoris muscle
cardiomyocyte (heart muscle cell)
fast-twitch muscle fiber
heart left ventricle
diaphragm muscle
heart atrium
vastus lateralis muscle
quadriceps femoris muscle
deltoid muscle
satellite cell derived myotube
neonatal foreskin derived fibroblast
lateral rectus muscle
skeletal muscle
medial rectus muscle
heart ventricle
fetal retina pigment epithelium cell
skeletal muscle myoblast
satellite cell derived myoblast
tongue
vein
transiliac crest core
saphenous vein
umbilical cord
pharyngeal mucosa
dermal fibroblast
frontal pole
Brodmann area 46
oral mucosa (unspecified)
prostatic stroma cell
prefrontal cortex
ovarian (surface) epithelium cell
cumulus cell
posterior superior temporal gyrus (Brodmann area 22)
coronary artery
cerebral white matter astrocyte
platelet (thrombocyte)
pulmonary (lung) myofibroblast
pyramidal neuron (posterior cingulate)
superior frontal gyrus
oocyte
Brodmann area 10
scalp
frontal lobe
embryo
postcentral gyrus
urinary bladder
osteoblast like cell
large stellate neuron (entorhinal cortex)
joint
pyramidal neuron (superior frontal gyrus)
pulmonary (lung) fibroblast
urethra
parietal lobe
uterine myometrium
brain (encephalon)
saliva
temporal lobe
pyramidal neuron (middle temporal gyrus)
entorhinal cortex
penis
jejunum
descending colon
trabecular meshwork cell
nipple
cerebral white matter oligodendrocyte progenitor cell
cerebral cortex (neopallium)
tongue squamous epithelium cell
pars reticulata
ovarian granulosa cell
occipital lobe
pyramidal neuron (primary visual cortex)
ascending colon
lung
chondrogenic progenitor cell
coronary artery smooth muscle cell
osteoblast
pons
epidermal keratinocyte
amygdala
resting T-cell (unspecified)
nasopharynx (epipharynx)
chondrocyte
colorectum
middle temporal gyrus (Brodmann area 21)
dermal papilla cell
midbrain (mesencephalon)
activated CD8 T-cell
ovarian stroma cell
globus pallidus
activated T-cell (unspecified)
skin
bone marrow plasma cell
dermal papilla
aorta
pars compacta
growth plate
cerebral white matter
internal mammary artery wall
colonic mucosa
chorion villus cell
uterus
umbilical cord blood neutrophil granulocyte
uterine endometrium stroma cell
nasopharyngeal (epipharyngeal) epithelium
accumbens nucleus
hippocampus
prostate (prostate gland)
putamen
basal epidermis cell
trachea
nasal organotypic tissue culture
testis (male gonad)
oviduct (fallopian tube)
pyramidal neuron (hippocampus)
superior vestibular nucleus
cerebral hemisphere
aortic root wall
epidermis
choroid
subthalamic nucleus
astrocyte (unspecified)
granulocyte (polymorphonuclear leukocyte)
vagina
stomach fundus
caecum (cecum)
stomach cardia
basal ganglia
ventral tegmental area
vermis
bronchus (primary, main stem)
artery
sigmoid colon
lateral thalamic nucleus
tumor derived oligodendrocyte progenitor cell
aortic (vascular) smooth muscle cell
thalamus (dorsal thalamus)
bone marrow stromal cell
pituitary gland (hypophysis)
peripheral blood CD4 T-large granular lymphocyte
dental pulp stem cell
sural nerve
pulmonary microvessel endothelium cell
adipose tissue (fat)
medulla oblongata
renal (kidney) medulla
uterine cervix
small intestine
tonsillar CD8 resting T-cell
lymph node
large intestine
descending colonic mucosa
caudate nucleus
pyloric antrum
corpus callosum
activated CD4 T-cell
peripheral blood CD8 central memory T-cell
glomerulus
salivary gland
ovary (female gonad)
hypothalamus
hair follicle keratinocyte
spinal ganglion (dorsal root ganglion)
trigeminal ganglion
spinal cord
resting CD8 T-cell
tonsil
mediastinal adipose tissue (MAT, intrathoracic adipose tissue)
resting CD4 T-cell
colon
suprabasal epidermis cell
renal (kidney) cortex
inguinal lymph node
peripheral blood CD8 naive T-cell
peripheral blood CD8 effector memory T-cell
synovial fibroblast
colonic epithelium cell (colonocyte)
bone marrow erythroblast
synovial fluid
peripheral blood CD8 effector memory RA T-cell
prostatic stroma fibromuscular cell
tonsillar CD4 resting T-cell
cortical oligodendrocyte progenitor cell
skeletal muscle derived mesoangioblast
peripheral blood natural killer T-cell
tonsillar CD8 activated T-cell
aortic valve
rectosigmoid colonic mucosa
esophagus (oesophagus)
amniotic fluid
bone marrow derived mesenchymal stem cell
lymphocyte
monocyte derived dendritic cell
transverse colon
spleen
uterine endometrium
bone marrow myeloid cell
iris microvascular endothelium cell
neuron
labial salivary gland
thymus
bronchial organotypic tissue culture
adrenal gland
natural killer cell
tonsillar CD4 activated T-cell
bone marrow cell
colonic gland (crypt)
epidermal melanocyte
tonsillar natural killer cell
kidney
reticular dermis cell
orthochromatophilic normoblast (late erythroblast)
tonsillar germinal center B-cell
minor salivary gland
peripheral blood helper (CD4 effector) T-cell
vulva
bone marrow endothelium progenitor cell
plasmacytoid dendritic cell
tonsillar CD4 regulatory T-cell
tonsillar CD30 T-cell
memory B-cell
corneal limbus
diencephalon
stomach
eosinophil granulocyte
peripheral blood leukocyte
amniocyte
breast (mammary gland) epithelium cell
neutrophil granulocyte
epididymal cauda
gall bladder
dendritic cell
conjunctiva
thyroid gland
pancreatic islet (islet of Langerhans)
associative striatum
peripheral blood CD4 regulatory T-cell
genu
leukocyte
peripheral blood CD4 activated T-cell
retina microvessel endothelium cell
hepatic myofibroblast
cornea
cerebellum
tonsillar activated T-cell (unspecified)
tonsillar resting T-cell (unspecified)
synovium (synovial membrane)
sigmoid colonic mucosa
adrenal gland cortex (adrenal cortex)
mesenchymal stem cell derived adipocyte
macrophage
duodenum
colon polyp
monocyte
erythroid progenitor cell
ascending colonic mucosa
cerebral white matter microglia cell
urinary bladder stromal fibromuscular cell
tonsillar CD8 T-cell
dermal lymphatic microvessel endothelium cell
plasma cell
pancreas
tonsillar memory B-cell
retina
peripheral blood lymphocyte
buccal epithelium organotypic model
polychromatophilic normoblast (intermediate erythroblast)
substantia nigra
peripheral blood CD4 naive T-cell
gingival epithelium organotypic model
tonsillar naive B-cell
blood
subcutaneous adipose tissue (SAT)
peripheral blood CD4 stem cell memory T-cell
nasal epithelium cell
fetal oligodendrocyte progenitor cell
choroid microvessel endothelium cell
peripheral blood CD8 T-cell
ileal epithelium cell
lymph node CD4+ T-cell
B-cell
gingiva
peripheral blood CD4 effector memory T-cell
tumor derived CD4+ T-cell
tumor derived CD8+ T-cell
tonsillar CD4 T-cell
breast (mammary gland) stroma cell
placenta
synovial fluid mononuclear cell
seminal vesicle
peripheral blood CD8 activated T-cell
liver-infiltrating lymphocyte
germinal center B-cell
pancreatic islet cell
omental adipose tissue
peripheral blood CD4 resting T-cell
peripheral blood CD4 T-cell
i leum
retinal pigment epithelium
epididymal corpus
peripheral blood T-cell
bone marrow
pancreatic duct (duct of Wirsung)
nasal epithelium
liver
renal tubulointerstitium
peripheral blood CD8 resting T-cell
fetal retina pigment epithelium
peripheral blood CD4 central memory T-cell
breast (mammary gland)
gluteal subcutaneous adipose tissue (glutSAT)
peripheral blood mononuclear cell
bronchial smooth muscle cell
pulmonary vein endothelium cell
tonsillar B-cell
bone marrow mononuclear cell
hepatic artery endothelium cell
myeloid dendritic cell
proerythroblast
chorion villus
colony-forming unit-erythroid (CFU-E)
tonsillar centroblast
tonsillar centrocyte
cuboidal alveolar type 2 cell (AT2)
hepatic vein endothelium cell
tonsillar plasmablast
naive B-cell
conjunctival epithelium cell (sp.)
subcutaneous abdominal adipose tissue (SAAT)
urinary bladder urothelium (epithelium) cell
conjunctival epithelium cell
peripheral blood CD4 memory regulatory T-cell
alveolar macrophage
peripheral blood CD4 naive regulatory T-cell
umbilical vein endothelium cell
tracheal epithelium cell
iliac vein endothelium cell
microvascular endothelium cell
epididymal caput
hepatocyte
bone marrow hematopoietic stem cell
umbilical artery endothelium cell
bronchiolar (small airway) epithelium cell
double positive thymocyte
iliac artery endothelium cell
immature (transitional) B-cell
lower lobe small airway epithelial cell
upper lobe small airway epithelial cell
epidermal Langerhans cell
umbilical cord immature (transitional) B-cell
peripheral blood tumor specific CD8 effector T-cell
umbilical cord naive B-cell
CD4 single positive thymocyte
peripheral blood CD4 memory T-cell
aortic endothelium cell
left internal mammary artery
tumor derived T-cell
large airway epithelium cell
bone marrow CD4 T-cell
tarsal conjunctiva
bronchial (primary, main stem) epithelium cell
internal (medial) globus pallidus
fetal retina
monocyte derived macrophage
pulmonary artery endothelium cell
tonsillar T-cell
bronchial epithelium cell 3D culture
bone marrow polymorphonuclear cell (PMN)
rectum
thrombus derived leukocyte
coronary artery endothelium cell
cerebrospinal fluid cell
anergic B-cell
activated memory B-cell
band cell
multipotent progenitor (MPP) cell
cortical astrocyte
blood outgrowth endothelial cell
metamyelocyte
megakaryocyte-erythroid progenitor (MEP) cell
myelocyte
tumor derived astrocyte
common myeloid progenitor (CMP) cell
granulocyte-macrophage progenitor (GMP) cell
late promyelocyte
early promyelocyte
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LOW MEDIUM (=IQR) HIGH

Level of expression

HSPB3

Showing 1 measure(s) of 1 gene(s) on selection: HS-5
394 anatomical parts from data selection: HS_AFFY_U133PLUS_2-5Dataset:
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E) Fibroblasts
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# of samples

1
2
2
1
6
4

1 7
3 2
6 7

3
1

2 0
9

4 0
112

1 0
3
6

6 9
1 8
1 3

2
3 1

165
101

1 8
3 8
1 0
1 8
5 3
6 8
2 9
1 0

7
2 1
1 4

7
6 6
5 4

3
1 2
1 5
1 4

6
1 2
1 5
7 0
1 4
6 4
1 6
1 7
1 8
1 8
5 1
1 6
1 6
1 1
4 2
1 7
2 3
2 7
2 8
2 7
2 4

4
4
3
3

1 6
3 6
3 6

8
1

4 9
6
5
3

2 7
1

3 4
3 3
1 2
2 5

9
1

7 4
3 5
2 8

1
7

191
3
1

2 8
1 8
6 9

6
4 0

8
6 0

4
6

6 0
1 6
1 2

6
3

4 0
8

1 8
3

1 2
1
8

1 2
5 8

4
3 7

6
5
8

105
6 8

3
128

2
7
1

3 6
1 4
1 6

8
2
3

1 8
8 1

1
1 0

132
2
6

1 0
8

1 5
6

5 8
6

323
1 9
4 0

3
8
4
7
4
6
4

2 1
4
6

1 0
9
7
3

7 0
157

1 8
6

1253
2
4
3

3 7
2 5

3
1
2
8
4
3

3 3
6

2 4
8
4
3
9

1 6
9
6
2

6 4
6
1
1

1 2
4

3 0
5

1 9
2

1 1
2
3
3
3

1117
3 8

3
1 6
1 7
1 2
6 4
4 2

6
3 9
3 6
6 5

1
5

4 6
9 0

6
6

2850
5
5

8 9
1 5

3
5

1 3
7
6
3

5 5
4 7

4
5

1 0
6

254
5

2 1
5
2

6 9
1580

6
2

1 8
7

489
1

2 1
8
2

8 7
1 1

165
1 2

122
1 5

8
5 0
1 3
3 5
5 1

4
3

1 5
6

1 0
4

9 4
7

6 2
154

3 0
5
2

231
535

8 4
4 8
1 2
4 4

416
9
8

3 4
2

8 6
2 7
1 2

5
3 6
2 7
1 1
1 3
2 8
1 1
1 8

142
4 3

3
179

1 3
150

3
7

2 0
4
6

618
5
3

1 5
3 5

250
8 4

7
7
6

4 0
4 8

3
4
4

2320
8

1 5
401

8
3 5
1 4

4
3
2
3

1 5
4 2

3
1 2
8 1

153
1 9
3 7
7 1

5
3 7

514
117

9
130

1 1
133

1
6 2
2 6
1 2
3 9
1 0

141
3

1 9
1 3

3
3

3 2
5
4

4 4
2 1

2
1 2
6 9

2202
4
2

9 9
9
6
2
6

641
2
6
7

1 0
1 7
7 4

118
6 0

Homo sapiens (394)
tumor derived astrocyte
cortical astrocyte
chondrocyte
diencephalon
chondrogenic progenitor cell
cerebral white matter oligodendrocyte progenitor cell
spinal cord
genu
substantia nigra
cortical oligodendrocyte progenitor cell
artery
tumor derived oligodendrocyte progenitor cell
growth plate
internal mammary artery wall
Brodmann area 46
medulla oblongata
frontal pole
saphenous vein
associative striatum
subthalamic nucleus
caudate nucleus
pons
middle temporal gyrus (Brodmann area 21)
hippocampus
prefrontal cortex
corpus callosum
aortic root wall
fetal oligodendrocyte progenitor cell
internal (medial) globus pallidus
umbilical cord
superior frontal gyrus
parietal lobe
testis (male gonad)
pars reticulata
osteoblast like cell
globus pallidus
pars compacta
postcentral gyrus
brain (encephalon)
epididymal cauda
trabecular meshwork cell
midbrain (mesencephalon)
superior vestibular nucleus
aortic (vascular) smooth muscle cell
left internal mammary artery
hypothalamus
entorhinal cortex
osteoblast
frontal lobe
ventral tegmental area
temporal lobe
thalamus (dorsal thalamus)
occipital lobe
Brodmann area 10
spinal ganglion (dorsal root ganglion)
amygdala
satellite cell derived myotube
posterior superior temporal gyrus (Brodmann area 22)
aortic valve
cerebral cortex (neopallium)
putamen
cerebral white matter
accumbens nucleus
basal ganglia
lateral thalamic nucleus
aorta
hepatic artery endothelium cell
hepatic vein endothelium cell
trigeminal ganglion
pyramidal neuron (superior frontal gyrus)
retina
urethra
cerebral hemisphere
cerebellum
prostatic stroma cell
prostatic stroma fibromuscular cell
skeletal muscle derived mesoangioblast
pyramidal neuron (posterior cingulate)
vermis
pyramidal neuron (primary visual cortex)
pyramidal neuron (middle temporal gyrus)
satellite cell derived myoblast
heart right atrial appendage
astrocyte (unspecified)
seminal vesicle
synovial fibroblast
sural nerve
pyramidal neuron (hippocampus)
gall bladder
cerebral white matter astrocyte
synovium (synovial membrane)
joint
synovial fluid
large stellate neuron (entorhinal cortex)
embryo
bone marrow derived mesenchymal stem cell
coronary artery
heart left atrial appendage
trachea
bronchial organotypic tissue culture
corneal limbus
bronchus (primary, main stem)
nasal organotypic tissue culture
bone marrow stromal cell
dermal papilla cell
penis
epididymal corpus
prostate (prostate gland)
uterine cervix
breast (mammary gland) stroma cell
epididymal caput
fetal retina pigment epithelium cell
lateral rectus muscle
heart atrium
labial salivary gland
uterine myometrium
urinary bladder
pancreatic islet cell
hair follicle keratinocyte
cerebral white matter microglia cell
stomach fundus
coronary artery smooth muscle cell
heart muscle (myocardium, cardiac muscle)
small intestine
dermal fibroblast
uterus
medial rectus muscle
choroid
scalp
minor salivary gland
heart right ventricle
vagina
heart
oviduct (fallopian tube)
transiliac crest core
right ventricle interventricular septum
vein
salivary gland
heart left ventricle
skeletal muscle myoblast
stomach cardia
diaphragm muscle
pyloric antrum
adipose tissue (fat)
cornea
epidermis
large intestine
breast (mammary gland)
tongue
omental adipose tissue
dermal papilla
nipple
thrombus derived leukocyte
cardiomyocyte (heart muscle cell)
peripheral blood CD8 central memory T-cell
heart ventricle
nasopharyngeal (epipharyngeal) epithelium
pituitary gland (hypophysis)
peripheral blood CD8 naive T-cell
bone marrow hematopoietic stem cell
skeletal muscle
amniotic fluid
eosinophil granulocyte
peripheral blood CD8 effector memory T-cell
pancreas
peripheral blood leukocyte
pulmonary (lung) fibroblast
nasopharynx (epipharynx)
skin
retinal pigment epithelium
peripheral blood CD8 effector memory RA T-cell
bone marrow polymorphonuclear cell (PMN)
slow-twitch muscle fiber
epidermal keratinocyte
bone marrow myeloid cell
activated CD4 T-cell
resting T-cell (unspecified)
ovarian stroma cell
hepatic myofibroblast
bone marrow erythroblast
fast-twitch muscle fiber
dental pulp stem cell
mesenchymal stem cell derived adipocyte
pharyngeal mucosa
colorectum
common myeloid progenitor (CMP) cell
ovary (female gonad)
natural killer cell
lymph node
pancreatic duct (duct of Wirsung)
megakaryocyte-erythroid progenitor (MEP) cell
mediastinal adipose tissue (MAT, intrathoracic adipose tissue)
bronchial smooth muscle cell
multipotent progenitor (MPP) cell
activated CD8 T-cell
fetal retina
band cell
bone marrow plasma cell
granulocyte-macrophage progenitor (GMP) cell
liver-infiltrating lymphocyte
urinary bladder stromal fibromuscular cell
peripheral blood CD4 T-large granular lymphocyte
activated T-cell (unspecified)
thymus
epidermal melanocyte
oocyte
kidney
saliva
early promyelocyte
spleen
deltoid muscle
erythroid progenitor cell
rectus abdominus muscle
peripheral blood helper (CD4 effector) T-cell
adrenal gland
rectosigmoid colonic mucosa
adrenal gland cortex (adrenal cortex)
ovarian (surface) epithelium cell
resting CD4 T-cell
peripheral blood natural killer T-cell
stomach
pancreatic islet (islet of Langerhans)
tonsillar naive B-cell
tonsillar memory B-cell
blood
tonsillar natural killer cell
tonsillar CD4 resting T-cell
granulocyte (polymorphonuclear leukocyte)
renal (kidney) cortex
metamyelocyte
tonsillar CD8 resting T-cell
uterine endometrium stroma cell
tonsillar plasmablast
peripheral blood CD4 stem cell memory T-cell
reticular dermis cell
breast (mammary gland) epithelium cell
biceps femoris muscle
orthochromatophilic normoblast (late erythroblast)
tonsillar CD4 activated T-cell
tumor derived T-cell
fetal retina pigment epithelium
monocyte
tonsillar CD30 T-cell
bone marrow endothelium progenitor cell
tonsillar CD4 regulatory T-cell
caecum (cecum)
gluteal subcutaneous adipose tissue (glutSAT)
vastus lateralis muscle
tonsillar CD8 activated T-cell
bone marrow cell
amniocyte
tonsil
lung
resting CD8 T-cell
thyroid gland
ascending colon
pulmonary vein endothelium cell
oral mucosa (unspecified)
peripheral blood CD4 effector memory T-cell
neutrophil granulocyte
tongue squamous epithelium cell
uterine endometrium
peripheral blood CD4 central memory T-cell
renal (kidney) medulla
biceps brachii
plasmacytoid dendritic cell
B-cell
peripheral blood CD8 T-cell
proerythroblast
retina microvessel endothelium cell
blood outgrowth endothelial cell
umbilical cord blood neutrophil granulocyte
peripheral blood tumor specific CD8 effector T-cell
polychromatophilic normoblast (intermediate erythroblast)
inguinal lymph node
conjunctiva
peripheral blood CD4 regulatory T-cell
sigmoid colonic mucosa
sigmoid colon
tonsillar resting T-cell (unspecified)
myelocyte
rectum
liver
colonic mucosa
quadriceps femoris muscle
chorion villus cell
esophagus (oesophagus)
colon
umbilical artery endothelium cell
jejunum
buccal epithelium organotypic model
iris microvascular endothelium cell
cerebrospinal fluid cell
vulva
chorion villus
tonsillar activated T-cell (unspecified)
gingival epithelium organotypic model
pulmonary artery endothelium cell
lower lobe small airway epithelial cell
epidermal Langerhans cell
platelet (thrombocyte)
upper lobe small airway epithelial cell
activated memory B-cell
monocyte derived dendritic cell
placenta
suprabasal epidermis cell
leukocyte
dermal lymphatic microvessel endothelium cell
peripheral blood CD4 T-cell
colony-forming unit-erythroid (CFU-E)
tonsillar CD8 T-cell
memory B-cell
peripheral blood CD8 activated T-cell
pulmonary microvessel endothelium cell
subcutaneous abdominal adipose tissue (SAAT)
plasma cell
late promyelocyte
tonsillar centrocyte
ascending colonic mucosa
peripheral blood lymphocyte
descending colonic mucosa
tonsillar CD4 T-cell
ovarian granulosa cell
descending colon
colonic epithelium cell (colonocyte)
pulmonary (lung) myofibroblast
choroid microvessel endothelium cell
myeloid dendritic cell
immature (transitional) B-cell
peripheral blood mononuclear cell
tonsillar T-cell
naive B-cell
subcutaneous adipose tissue (SAT)
tumor derived CD8+ T-cell
lymphocyte
dendritic cell
umbilical cord immature (transitional) B-cell
basal epidermis cell
umbilical cord naive B-cell
transverse colon
tonsillar centroblast
ileum
germinal center B-cell
urinary bladder urothelium (epithelium) cell
alveolar macrophage
bone marrow
nasal epithelium cell
duodenum
macrophage
anergic B-cell
cumulus cell
bronchiolar (small airway) epithelium cell
nasal epithelium
ileal epithelium cell
peripheral blood CD4 naive T-cell
colon polyp
umbilical vein endothelium cell
peripheral blood CD8 resting T-cell
large airway epithelium cell
tumor derived CD4+ T-cell
tonsillar germinal center B-cell
peripheral blood CD4 activated T-cell
colonic gland (crypt)
monocyte derived macrophage
double positive thymocyte
bone marrow mononuclear cell
tonsillar B-cell
CD4 single positive thymocyte
conjunctival epithelium cell
peripheral blood T-cell
peripheral blood CD4 resting T-cell
conjunctival epithelium cell (sp.)
tracheal epithelium cell
synovial fluid mononuclear cell
neonatal foreskin derived fibroblast
peripheral blood CD4 memory regulatory T-cell
peripheral blood CD4 memory T-cell
hepatocyte
gingiva
aortic endothelium cell
renal tubulointerstitium
peripheral blood CD4 naive regulatory T-cell
microvascular endothelium cell
iliac vein endothelium cell
neuron
bronchial (primary, main stem) epithelium cell
iliac artery endothelium cell
cuboidal alveolar type 2 cell (AT2)
bone marrow CD4 T-cell
lymph node CD4+ T-cell
coronary artery endothelium cell
glomerulus
bronchial epithelium cell 3D culture
tarsal conjunctiva

7 8 9 1 0 1 1 1 2 1 3 1 4 1 5 1 6 1 7

LOW MEDIUM (=IQR) HIGH

Level of expression

SCRG1

Showing 1 measure(s) of 1 gene(s) on selection: HS-6
394 anatomical parts from data selection: HS_AFFY_U133PLUS_2-6Dataset:

created with GENEVESTIGATOR

F) Chondrocytes



6 7 8 9 1 0 1 1 1 2 1 3 1 4 1 5 1 6 1 7

# of samples

4 2
3 7

9
2 1

9
8
3
3

231
3 5
8 4

2
4 0

416
6

1 0
1 4
8 4
1 1

8
6

1 2
4 6
1 1
6 9
3 0

2
154

4 4
3 8
3 9

4
3
3
4

3 3
1 8

5
3 7
1 0

6
7
3
4

1 2
1 2
1 9

6
4
6
1

2 1
3
1
4

128
7
6

1 0
6
4

1 0
2
7

1 6
6

9 0
3

2 7
3 0

3
2 7
4 8

1
1 5

3
6
4

1 9
2
8
1

1 6
5

1 4
1 6

2
7
6

1 8
6

2 3
2
5
3

1 4
1 1
1 8

3
5 3

2
3
6

1 8
9

2 8
8

1 1
8
5
2

1 6
1 7

8
4

1 8
3

5 8
5

6 8
157

9
5
4
2
6
2
4
8

3 2
1 5
3 3
1 5

5
1 7

7
2
8

4 2
1 0
4 2

4
7 0
1 5
1 8
1 6

5
2 0

7
1 5

9
1 3
5 0

8
1 8

6
1

2 4
3
8

2 8
2 7

8
1 6

7
1 2

3
8
1

1 5
1 0

2850
3 4
5 1

5
6 2
8 1
3 6
2 8
2 1

5
4
8
7

401
3 4

3
6
4
4

2 5
2 7

4
8
3
3
1

535
4 0
1 3
1 5
1 7
3 5

6
3 6
3 6

3
2 9

8
1 8

1
165

5
5

4 9
4

254
1

1 4
1 2
4 3
1 7
3 5

7
1 5

105
1 0

6
150

1 3
2

1580
3
4
5

3 2
1 3

3
6 4
2 0
2 6

142
2 1
1 5
1 0
6 9
3 6

153
3

179
1
1

5 1
3 9
5 4
1 2

6
132

2 8
6

6 5
2202

122
2 4
3 6
8 6
2 7

3
6 2

514
6

1 3
5
1
2

1 2
4

1 0
1

5 5
1 8
3 1
9 9
8 9

2320
3 7
1 2

133
7
9

130
4 7

4
1 0
6 9

250
6
3

1 6
1 2
9 4
1 2
1 6
1 8

3
7
6
4
2
2

323
191

6
4 4
1 8
7 1

4
1 4

101
141

8 7
6 7
5 8

7
9

1253
117

3
1
6

6 0
2

8 1
1 1
4 0
4 0
1 2

3
1

1 9
1

1 3
112

6 4
1 1

618
6

3 7
2

641
2 5
4 8
2 1
7 4

3
1 9

3
489

1 2
6

6 0
6
3
3
2
2
5
3

1117
7
4

7 0
6

1 2
1

7 4
165

3
3 8
6 4

6
4 0
1 7
6 0
6 9

9
1 2
6 8

3
3 5

2
6 6

118
2

Homo sapiens (394)
ileum
duodenum
ileal epithelium cell
osteoblast like cell
amniotic fluid
jejunum
small intestine
transverse colon
rectum
ascending colonic mucosa
colonic mucosa
caecum (cecum)
colonic epithelium cell (colonocyte)
colon
descending colon
colonic gland (crypt)
osteoblast
descending colonic mucosa
colon polyp
ascending colon
chondrogenic progenitor cell
satellite cell derived myoblast
stomach
satellite cell derived myotube
bone marrow derived mesenchymal stem cell
sigmoid colon
chondrocyte
sigmoid colonic mucosa
esophagus (oesophagus)
saliva
rectosigmoid colonic mucosa
colorectum
metamyelocyte
bone marrow polymorphonuclear cell (PMN)
band cell
fast-twitch muscle fiber
internal (medial) globus pallidus
granulocyte-macrophage progenitor (GMP) cell
slow-twitch muscle fiber
tumor derived T-cell
tonsillar memory B-cell
tonsillar plasmablast
early promyelocyte
aorta
trabecular meshwork cell
tongue squamous epithelium cell
liver-infiltrating lymphocyte
large intestine
thrombus derived leukocyte
peripheral blood CD4 stem cell memory T-cell
vermis
bone marrow endothelium progenitor cell
cortical oligodendrocyte progenitor cell
activated CD8 T-cell
lateral thalamic nucleus
dermal fibroblast
cardiomyocyte (heart muscle cell)
heart ventricle
salivary gland
tonsillar naive B-cell
cerebral white matter oligodendrocyte progenitor cell
skeletal muscle
myelocyte
pars compacta
amygdala
bronchus (primary, main stem)
pancreatic islet (islet of Langerhans)
late promyelocyte
putamen
bone marrow plasma cell
common myeloid progenitor (CMP) cell
accumbens nucleus
quadriceps femoris muscle
cerebral hemisphere
midbrain (mesencephalon)
epidermal melanocyte
stomach cardia
orthochromatophilic normoblast (late erythroblast)
tongue
bone marrow cell
vagina
multipotent progenitor (MPP) cell
bone marrow stromal cell
anergic B-cell
superior vestibular nucleus
natural killer cell
cortical astrocyte
pars reticulata
bone marrow hematopoietic stem cell
corpus callosum
saphenous vein
cerebral cortex (neopallium)
umbilical cord naive B-cell
tonsillar CD4 resting T-cell
oviduct (fallopian tube)
globus pallidus
peripheral blood CD4 effector memory T-cell
amniocyte
basal epidermis cell
umbilical cord
megakaryocyte-erythroid progenitor (MEP) cell
bone marrow erythroblast
coronary artery
subthalamic nucleus
growth plate
platelet (thrombocyte)
uterine cervix
peripheral blood CD4 T-large granular lymphocyte
heart atrium
tonsillar CD8 resting T-cell
activated T-cell (unspecified)
ventral tegmental area
temporal lobe
pharyngeal mucosa
nasopharyngeal (epipharyngeal) epithelium
thalamus (dorsal thalamus)
joint
uterine myometrium
peripheral blood natural killer T-cell
heart muscle (myocardium, cardiac muscle)
peripheral blood leukocyte
ovary (female gonad)
tonsillar natural killer cell
umbilical cord immature (transitional) B-cell
resting T-cell (unspecified)
tonsillar CD8 activated T-cell
pons
hepatic myofibroblast
pyloric antrum
genu
peripheral blood CD4 central memory T-cell
pyramidal neuron (middle temporal gyrus)
hypothalamus
tonsillar CD4 activated T-cell
spinal cord
eosinophil granulocyte
heart
trachea
peripheral blood helper (CD4 effector) T-cell
medulla oblongata
posterior superior temporal gyrus (Brodmann area 22)
polychromatophilic normoblast (intermediate erythroblast)
pancreas
adipose tissue (fat)
activated memory B-cell
trigeminal ganglion
tonsillar CD4 regulatory T-cell
tumor derived oligodendrocyte progenitor cell
tonsil
naive B-cell
lymph node
epidermal Langerhans cell
biceps brachii
stomach fundus
occipital lobe
nasopharynx (epipharynx)
resting CD8 T-cell
mesenchymal stem cell derived adipocyte
colony-forming unit-erythroid (CFU-E)
tumor derived CD8+ T-cell
large stellate neuron (entorhinal cortex)
pyramidal neuron (posterior cingulate)
ovarian stroma cell
spinal ganglion (dorsal root ganglion)
tonsillar CD8 T-cell
chorion villus
oocyte
nipple
tumor derived astrocyte
tonsillar centroblast
testis (male gonad)
blood
buccal epithelium organotypic model
peripheral blood CD8 T-cell
cerebral white matter microglia cell
peripheral blood CD4 regulatory T-cell
alveolar macrophage
scalp
pyramidal neuron (hippocampus)
thyroid gland
tonsillar CD30 T-cell
peripheral blood CD8 central memory T-cell
renal (kidney) medulla
tonsillar CD4 T-cell
subcutaneous adipose tissue (SAT)
pyramidal neuron (primary visual cortex)
germinal center B-cell
penis
immature (transitional) B-cell
peripheral blood CD8 naive T-cell
epidermal keratinocyte
vulva
peripheral blood CD8 effector memory RA T-cell
urethra
reticular dermis cell
peripheral blood CD8 effector memory T-cell
activated CD4 T-cell
liver
prostate (prostate gland)
plasmacytoid dendritic cell
tonsillar centrocyte
deltoid muscle
lymphocyte
bronchial smooth muscle cell
gingival epithelium organotypic model
pyramidal neuron (superior frontal gyrus)
suprabasal epidermis cell
parietal lobe
tonsillar T-cell
breast (mammary gland) stroma cell
diencephalon
neutrophil granulocyte
tonsillar resting T-cell (unspecified)
plasma cell
cerebellum
proerythroblast
monocyte
resting CD4 T-cell
dendritic cell
erythroid progenitor cell
placenta
aortic valve
B-cell
bone marrow CD4 T-cell
renal (kidney) cortex
coronary artery smooth muscle cell
diaphragm muscle
cuboidal alveolar type 2 cell (AT2)
peripheral blood CD4 T-cell
caudate nucleus
uterus
vastus lateralis muscle
conjunctival epithelium cell
urinary bladder
tonsillar activated T-cell (unspecified)
peripheral blood T-cell
tonsillar B-cell
thymus
frontal lobe
memory B-cell
tumor derived CD4+ T-cell
monocyte derived dendritic cell
pituitary gland (hypophysis)
blood outgrowth endothelial cell
fetal oligodendrocyte progenitor cell
peripheral blood CD4 memory T-cell
adrenal gland cortex (adrenal cortex)
bone marrow
bone marrow myeloid cell
leukocyte
gall bladder
artery
Brodmann area 10
peripheral blood CD4 activated T-cell
brain (encephalon)
dermal papilla cell
prostatic stroma cell
heart left ventricle
cerebral white matter
umbilical cord blood neutrophil granulocyte
ovarian (surface) epithelium cell
hepatocyte
uterine endometrium
basal ganglia
retina
cerebrospinal fluid cell
pulmonary artery endothelium cell
hepatic artery endothelium cell
large airway epithelium cell
bronchiolar (small airway) epithelium cell
aortic (vascular) smooth muscle cell
dermal lymphatic microvessel endothelium cell
peripheral blood CD4 resting T-cell
lateral rectus muscle
pulmonary vein endothelium cell
chorion villus cell
gingiva
lymph node CD4+ T-cell
peripheral blood CD8 resting T-cell
breast (mammary gland) epithelium cell
pulmonary (lung) fibroblast
middle temporal gyrus (Brodmann area 21)
renal tubulointerstitium
granulocyte (polymorphonuclear leukocyte)
peripheral blood mononuclear cell
cumulus cell
peripheral blood CD4 memory regulatory T-cell
umbilical vein endothelium cell
cerebral white matter astrocyte
peripheral blood CD4 naive regulatory T-cell
peripheral blood CD4 naive T-cell
biceps femoris muscle
conjunctival epithelium cell (sp.)
peripheral blood tumor specific CD8 effector T-cell
gluteal subcutaneous adipose tissue (glutSAT)
peripheral blood lymphocyte
hair follicle keratinocyte
dermal papilla
heart right ventricle
urinary bladder urothelium (epithelium) cell
inguinal lymph node
tonsillar germinal center B-cell
spleen
embryo
choroid microvessel endothelium cell
medial rectus muscle
pancreatic duct (duct of Wirsung)
myeloid dendritic cell
iris microvascular endothelium cell
iliac artery endothelium cell
breast (mammary gland)
synovium (synovial membrane)
adrenal gland
tracheal epithelium cell
transiliac crest core
macrophage
peripheral blood CD8 activated T-cell
minor salivary gland
prefrontal cortex
monocyte derived macrophage
oral mucosa (unspecified)
substantia nigra
epidermis
ovarian granulosa cell
umbilical artery endothelium cell
skin
nasal epithelium
hepatic vein endothelium cell
synovial fluid
pulmonary microvessel endothelium cell
nasal organotypic tissue culture
iliac vein endothelium cell
right ventricle interventricular septum
lower lobe small airway epithelial cell
heart left atrial appendage
omental adipose tissue
labial salivary gland
double positive thymocyte
seminal vesicle
nasal epithelium cell
vein
uterine endometrium stroma cell
Brodmann area 46
rectus abdominus muscle
upper lobe small airway epithelial cell
subcutaneous abdominal adipose tissue (SAAT)
microvascular endothelium cell
pancreatic islet cell
aortic endothelium cell
bronchial (primary, main stem) epithelium cell
heart right atrial appendage
pulmonary (lung) myofibroblast
synovial fluid mononuclear cell
synovial fibroblast
CD4 single positive thymocyte
bone marrow mononuclear cell
epididymal cauda
lung
left internal mammary artery
dental pulp stem cell
bronchial organotypic tissue culture
neuron
epididymal caput
epididymal corpus
retinal pigment epithelium
urinary bladder stromal fibromuscular cell
prostatic stroma fibromuscular cell
retina microvessel endothelium cell
kidney
conjunctiva
corneal limbus
entorhinal cortex
cornea
fetal retina pigment epithelium cell
choroid
glomerulus
hippocampus
frontal pole
aortic root wall
mediastinal adipose tissue (MAT, intrathoracic adipose tissue)
fetal retina pigment epithelium
internal mammary artery wall
coronary artery endothelium cell
tarsal conjunctiva
associative striatum
astrocyte (unspecified)
fetal retina
superior frontal gyrus
skeletal muscle derived mesoangioblast
sural nerve
neonatal foreskin derived fibroblast
postcentral gyrus
bronchial epithelium cell 3D culture
skeletal muscle myoblast

6 7 8 9 1 0 1 1 1 2 1 3 1 4 1 5 1 6 1 7

LOW MEDIUM (=IQR) HIGH

Level of expression

TM4SF20

Showing 1 measure(s) of 1 gene(s) on selection: HS-7
394 anatomical parts from data selection: HS_AFFY_U133PLUS_2-7Dataset:

created with GENEVESTIGATOR

G) Osteoblasts



6 7 8 9 1 0 1 1 1 2 1 3 1 4 1 5 1 6 1 7 1 8 1 9

# of samples

2
4 0

1
3 8

4
1 2

5
133

1 6
1

6 8
4 0

401
1 0

4
1
6
8

5 3
5 0

1
2

4 0
8 1

8
1

618
8
6

2 5
1580

6 9
132

1 7
9
8
6

191
6 4
4 6

6
6 4

8
3 6
1 5

2
3
3
1
7

489
5 8
3 1

3
3

3 7
4 7

3
2

3 3
2

323
8
3
1

3 5
8

2 7
112
101

6 9
9
6

1 0
8

6 7
4

2 1
9
6

1 8
3 7

3
7

1 7
1 5
1 7

1
1 4
3 5
1 3
1 8
2 9

7
2 7

6
7

7 0
1 6
4 4

3
6 8

6
165

1 8
2

1 8
1 0
6 6
1 4
1 5
1 7
1 5
4 0

4
6

1 9
4
6

1117
8 7
2 3
6 4

4
2
6

2 7
8
8

1 7
2 1
1 6

2
3

1 1
8

2 4
5 4
1 6
1 8
1 6

1253
9 4
1 2

9
2 7
5 1
7 0

7
3

1 6
4 2

122
8
7
1

8 4
1 8
3 0
3 6
1 2

3
1 2
3 4
1 0

416
4 2

105
7

3 3
4 8
4 9

3
1 2
6 5

6
535

2 7
2 8

3
1

154
3 7

3
8 4
1 8
1 0
1 4
2 8

6
7 4

231
9 9
3 9

3
3 2
4 3

8
3 7

2
3
6
2

9 0
6

3 6
1 8

6
4

2 8
1 8

2
1 2
1 0

6
9
2
6

2 1
1
5
5
2
5

1 2
1 9
6 0
1 1
2 0

117
1 1

6
514

6
4
5
5

2 6
5

1 8
6 0

6
4
2
5

4 4
6 2

5
7 4
4 8

3
1 2

3
1 1

118
1 2

9
5 8
3 6
2 8
6 9

2
1 3

128
6 0
2 1

3
2

1 2
7

1 4
2 4

1
1 0

1
7
2
1
7

3 8
6
7

1 5
1 9

8
9

5 5
7 1
1 2
6 9

1
5

1 1
4 0

7
1 6
3 9

3
5

3 0
1 2
1 6

150
130

1 3
3

1 0
4

1 4
3 4

5
2

641
142

1 3
4
4
4
3

3 6
5 1

1
6
3

153
2 0
6 2

6
3
5
3
4

1 3
254

3 5
3 5

2
3

8 1
3

4 2
4
4

3 2
8
3
4

2202
179

4
6

1 2
4

1 9
157

3
2320

4
1 5
1 2
1 5
1 0

250
8 9

165
2 1

2850
1 3
1 5
2 5
8 6
1 5

4
1 1

9
5
6

141
1 0

6
3
4
5
1

1 8
3
2
3
6
3
6
2
3
7

Homo sapiens (394)
iliac vein endothelium cell
internal mammary artery wall
artery
aortic root wall
aorta
left internal mammary artery
prostatic stroma fibromuscular cell
umbilical vein endothelium cell
heart right ventricle
seminal vesicle
heart muscle (myocardium, cardiac muscle)
omental adipose tissue
subcutaneous adipose tissue (SAT)
diaphragm muscle
urinary bladder
choroid
heart ventricle
urethra
umbilical cord
biceps brachii
gall bladder
heart
heart left atrial appendage
right ventricle interventricular septum
stomach fundus
synovial fluid
subcutaneous abdominal adipose tissue (SAAT)
heart atrium
coronary artery
heart right atrial appendage
vastus lateralis muscle
gluteal subcutaneous adipose tissue (glutSAT)
heart left ventricle
deltoid muscle
umbilical artery endothelium cell
pyloric antrum
adrenal gland
synovium (synovial membrane)
mediastinal adipose tissue (MAT, intrathoracic adipose tissue)
stomach
stomach cardia
rectus abdominus muscle
uterine cervix
adrenal gland cortex (adrenal cortex)
adipose tissue (fat)
urinary bladder stromal fibromuscular cell
oviduct (fallopian tube)
dermal papilla
lateral rectus muscle
medial rectus muscle
lung
uterine myometrium
middle temporal gyrus (Brodmann area 21)
reticular dermis cell
small intestine
slow-twitch muscle fiber
biceps femoris muscle
joint
uterus
fast-twitch muscle fiber
pons
breast (mammary gland)
renal (kidney) medulla
frontal pole
vein
ascending colonic mucosa
vagina
vulva
Brodmann area 46
prefrontal cortex
associative striatum
lymph node
penis
medulla oblongata
jejunum
substantia nigra
gingiva
thyroid gland
astrocyte (unspecified)
large intestine
transiliac crest core
duodenum
epididymal caput
cardiomyocyte (heart muscle cell)
aortic valve
midbrain (mesencephalon)
coronary artery endothelium cell
diencephalon
superior vestibular nucleus
sural nerve
caudate nucleus
subthalamic nucleus
parietal lobe
pars compacta
putamen
saphenous vein
pars reticulata
pancreas
ventral tegmental area
esophagus (oesophagus)
epididymal cauda
superior frontal gyrus
pancreatic duct (duct of Wirsung)
hippocampus
thalamus (dorsal thalamus)
retinal pigment epithelium
occipital lobe
skeletal muscle
postcentral gyrus
globus pallidus
renal (kidney) cortex
temporal lobe
hypothalamus
prostate (prostate gland)
colorectum
prostatic stroma cell
tongue
lateral thalamic nucleus
aortic (vascular) smooth muscle cell
kidney
oral mucosa (unspecified)
cerebral cortex (neopallium)
frontal lobe
corneal limbus
caecum (cecum)
bronchus (primary, main stem)
accumbens nucleus
ascending colon
trachea
spinal cord
pituitary gland (hypophysis)
amygdala
aortic endothelium cell
hepatic vein endothelium cell
colon polyp
nipple
basal ganglia
brain (encephalon)
spinal ganglion (dorsal root ganglion)
corpus callosum
trigeminal ganglion
skin
inguinal lymph node
fetal retina pigment epithelium cell
ovary (female gonad)
pulmonary artery endothelium cell
Brodmann area 10
entorhinal cortex
tonsil
epididymal corpus
spleen
posterior superior temporal gyrus (Brodmann area 22)
uterine endometrium
pharyngeal mucosa
conjunctiva
vermis
colonic mucosa
embryo
sigmoid colon
pyramidal neuron (superior frontal gyrus)
trabecular meshwork cell
transverse colon
labial salivary gland
pyramidal neuron (primary visual cortex)
testis (male gonad)
colon
ileum
coronary artery smooth muscle cell
cerebral white matter astrocyte
pyramidal neuron (middle temporal gyrus)
quadriceps femoris muscle
cerebellum
hepatic artery endothelium cell
tongue squamous epithelium cell
ovarian (surface) epithelium cell
descending colon
liver
pyramidal neuron (posterior cingulate)
cerebral white matter
thymus
cerebral hemisphere
sigmoid colonic mucosa
pancreatic islet cell
choroid microvessel endothelium cell
descending colonic mucosa
internal (medial) globus pallidus
salivary gland
minor salivary gland
large stellate neuron (entorhinal cortex)
fetal retina pigment epithelium
glomerulus
rectum
renal tubulointerstitium
rectosigmoid colonic mucosa
retina microvessel endothelium cell
genu
placenta
ovarian stroma cell
cumulus cell
chondrocyte
cortical oligodendrocyte progenitor cell
chondrogenic progenitor cell
pulmonary vein endothelium cell
pancreatic islet (islet of Langerhans)
nasopharynx (epipharynx)
retina
breast (mammary gland) stroma cell
cornea
nasopharyngeal (epipharyngeal) epithelium
pyramidal neuron (hippocampus)
pulmonary (lung) fibroblast
iris microvascular endothelium cell
fetal retina
colonic gland (crypt)
microvascular endothelium cell
growth plate
cortical astrocyte
bronchial smooth muscle cell
osteoblast like cell
tumor derived astrocyte
cerebral white matter microglia cell
tonsillar CD4 activated T-cell
iliac artery endothelium cell
tonsillar CD8 resting T-cell
chorion villus cell
nasal epithelium cell
bronchial organotypic tissue culture
upper lobe small airway epithelial cell
tumor derived oligodendrocyte progenitor cell
nasal epithelium
lower lobe small airway epithelial cell
pulmonary microvessel endothelium cell
bronchiolar (small airway) epithelium cell
neuron
cerebral white matter oligodendrocyte progenitor cell
tonsillar CD4 regulatory T-cell
peripheral blood natural killer T-cell
tumor derived CD4+ T-cell
tonsillar CD4 resting T-cell
amniocyte
nasal organotypic tissue culture
tonsillar CD8 activated T-cell
hepatic myofibroblast
neonatal foreskin derived fibroblast
tonsillar CD30 T-cell
tracheal epithelium cell
large airway epithelium cell
tonsillar natural killer cell
synovial fibroblast
pulmonary (lung) myofibroblast
skeletal muscle derived mesoangioblast
satellite cell derived myoblast
epidermal melanocyte
satellite cell derived myotube
bronchial epithelium cell 3D culture
chorion villus
ileal epithelium cell
epidermis
scalp
platelet (thrombocyte)
bone marrow derived mesenchymal stem cell
activated T-cell (unspecified)
dermal lymphatic microvessel endothelium cell
dermal fibroblast
tarsal conjunctiva
bone marrow endothelium progenitor cell
double positive thymocyte
skeletal muscle myoblast
dermal papilla cell
bone marrow CD4 T-cell
osteoblast
mesenchymal stem cell derived adipocyte
resting CD8 T-cell
lymph node CD4+ T-cell
resting CD4 T-cell
tonsillar CD4 T-cell
resting T-cell (unspecified)
activated CD4 T-cell
tonsillar CD8 T-cell
saliva
dental pulp stem cell
ovarian granulosa cell
blood outgrowth endothelial cell
liver-infiltrating lymphocyte
tumor derived CD8+ T-cell
peripheral blood CD4 naive regulatory T-cell
breast (mammary gland) epithelium cell
macrophage
peripheral blood CD4 memory regulatory T-cell
peripheral blood CD4 memory T-cell
activated CD8 T-cell
plasma cell
peripheral blood CD4 T-large granular lymphocyte
colonic epithelium cell (colonocyte)
eosinophil granulocyte
natural killer cell
peripheral blood CD4 activated T-cell
germinal center B-cell
tonsillar activated T-cell (unspecified)
bone marrow plasma cell
urinary bladder urothelium (epithelium) cell
bone marrow stromal cell
peripheral blood CD4 T-cell
peripheral blood CD4 naive T-cell
plasmacytoid dendritic cell
CD4 single positive thymocyte
peripheral blood tumor specific CD8 effector T-cell
conjunctival epithelium cell (sp.)
dendritic cell
buccal epithelium organotypic model
tonsillar resting T-cell (unspecified)
bone marrow cell
bronchial (primary, main stem) epithelium cell
monocyte derived dendritic cell
tonsillar B-cell
peripheral blood CD8 central memory T-cell
peripheral blood CD8 activated T-cell
myeloid dendritic cell
conjunctival epithelium cell
gingival epithelium organotypic model
peripheral blood CD8 T-cell
peripheral blood CD8 resting T-cell
cuboidal alveolar type 2 cell (AT2)
bone marrow erythroblast
bone marrow
memory B-cell
peripheral blood CD4 regulatory T-cell
umbilical cord blood neutrophil granulocyte
suprabasal epidermis cell
peripheral blood CD4 resting T-cell
oocyte
peripheral blood CD8 naive T-cell
uterine endometrium stroma cell
monocyte
B-cell
lymphocyte
umbilical cord naive B-cell
peripheral blood CD8 effector memory T-cell
alveolar macrophage
bone marrow myeloid cell
peripheral blood helper (CD4 effector) T-cell
polychromatophilic normoblast (intermediate erythroblast)
orthochromatophilic normoblast (late erythroblast)
peripheral blood T-cell
tonsillar T-cell
basal epidermis cell
peripheral blood CD8 effector memory RA T-cell
hepatocyte
leukocyte
proerythroblast
hair follicle keratinocyte
erythroid progenitor cell
immature (transitional) B-cell
bone marrow mononuclear cell
peripheral blood leukocyte
colony-forming unit-erythroid (CFU-E)
peripheral blood mononuclear cell
umbilical cord immature (transitional) B-cell
naive B-cell
tonsillar germinal center B-cell
tonsillar centroblast
fetal oligodendrocyte progenitor cell
peripheral blood lymphocyte
granulocyte (polymorphonuclear leukocyte)
neutrophil granulocyte
synovial fluid mononuclear cell
blood
epidermal Langerhans cell
peripheral blood CD4 central memory T-cell
epidermal keratinocyte
cerebrospinal fluid cell
tonsillar centrocyte
thrombus derived leukocyte
peripheral blood CD4 effector memory T-cell
amniotic fluid
anergic B-cell
bone marrow hematopoietic stem cell
monocyte derived macrophage
tumor derived T-cell
peripheral blood CD4 stem cell memory T-cell
bone marrow polymorphonuclear cell (PMN)
band cell
granulocyte-macrophage progenitor (GMP) cell
multipotent progenitor (MPP) cell
activated memory B-cell
late promyelocyte
myelocyte
metamyelocyte
tonsillar naive B-cell
common myeloid progenitor (CMP) cell
tonsillar memory B-cell
megakaryocyte-erythroid progenitor (MEP) cell
early promyelocyte
tonsillar plasmablast

6 7 8 9 1 0 1 1 1 2 1 3 1 4 1 5 1 6 1 7 1 8 1 9

LOW MEDIUM (=IQR) HIGH

Level of expression

RGS5

Showing 1 measure(s) of 1 gene(s) on selection: HS-8
394 anatomical parts from data selection: HS_AFFY_U133PLUS_2-8Dataset:

created with GENEVESTIGATOR

H) Smooth Muscle Cells



6 7 8 9 1 0 1 1 1 2 1 3 1 4 1 5 1 6

# of samples

1 5
2 7

6
3

133
2 0

3
1 7

6
2
7
4
2
4

489
1 3

3
9

3 5
1

4 8
1 4

132
1
3

7 4
1 8

191
2 5

2
1 7
3 3
3 7
6 4

5
1 6
9 9
4 0

618
5 3
4 0

3
401

2
4 7

1
6 9

3
1 2

142
2 4

7
105

9
1

2 1
6 8

122
1 5
8 1
1 0
1 8

1117
4
6

323
3 8

4
6 4
1 4

2
7 0
5 1

6
4 0
1 7

5
535

2
8

5 8
6

1 3
3

1 7
1 5
1 6

6
8
6

1 3
1253

8
8 7
3 5

8
8

5 4
5 0

7
1 0

4
6

4 6
8

9 4
231

1
7 0

9
7

1 9
2 3

1
3 6

6
9

1 6
4 2

5
6 8
1 2
6 6

1580
6
1

6 5
8 9
2 1

416
6
3
8

3 1
1 6

4
1 9
1 0

8
3
1

4 3
1

1 8
1 0
1 4

6
6
6
2

1 6
1 5
1 8

8
2 8
3 0
6 9
1 8

154
4
7
2
2

1 7
254

1
4
4

1 0
1 6
4 0
3 9

8
3
2

3 0
6
8

1 8
8

2 4
1 5
6 4

4
2 7
1 3

101
165

6 7
3

2 1
2 7
8 4
3 7

2
1 8

1
3

2 9
4

3 8
3
4

4 2
2

4 4
5

2 7
6

1 2
1 2

4
6
3
3
3
3

4 4
7

112
7 1

5
1 4
1 1

1
641

1
8 4
4 9

4
3 9

2
117

3
141

1 0
2

1 2
6 0

6
3
7

6 2
6
3

5 8
3 2

1
6 0

514
1 3

9
1 1
6 9
2 1
2 5
9 0
1 0
1 2
1 1

1
8
3

2 8
1 1

2
2320

3 7
2

2 8
2 1

157
3 7

7
1 6
4 0

6
1 2

3
5 5

6
1
3

118
5

2202
8 1

7
3 6

5
7
4
5
3

1 8
3 6

5
1 8

3
3
5

2850
3 4

153
179

5
3 4
2 8

5
3 3
7 4

3
6
2

1 0
1 9

8
2 7
2 6
1 4

5
4

5 1
1
8
5
7

8 6
3
3

1 3
1 2

4
128

3
6

6 0
150

2
6

1 2
1 1

4
250

3 5
3 2

4
3 5
4 8
1 2
1 6
3 6
1 0
3 6
6 2

4
165

1 2
9
6
4

1 8
4 2
1 2
6 9
1 2
1 9

7
9
6
3

1 2
1 1

6
2

1 0
3

1 5
130

1 5
2

1 5
3

2 0
9

1 5
4
2
5

1 8
3
7
6
6

Homo sapiens (394)
blood outgrowth endothelial cell
pulmonary artery endothelium cell
pulmonary microvessel endothelium cell
cortical oligodendrocyte progenitor cell
umbilical vein endothelium cell
tumor derived oligodendrocyte progenitor cell
choroid microvessel endothelium cell
coronary artery endothelium cell
microvascular endothelium cell
iris microvascular endothelium cell
cardiomyocyte (heart muscle cell)
cerebral white matter oligodendrocyte progenitor cell
aortic endothelium cell
thrombus derived leukocyte
lung
dermal lymphatic microvessel endothelium cell
retina microvessel endothelium cell
umbilical artery endothelium cell
sural nerve
synovial fluid
quadriceps femoris muscle
dendritic cell
heart left ventricle
gall bladder
hepatic vein endothelium cell
glomerulus
internal (medial) globus pallidus
synovium (synovial membrane)
heart right atrial appendage
urinary bladder stromal fibromuscular cell
aortic valve
fast-twitch muscle fiber
slow-twitch muscle fiber
mediastinal adipose tissue (MAT, intrathoracic adipose tissue)
cerebral white matter microglia cell
heart right ventricle
renal tubulointerstitium
omental adipose tissue
subcutaneous abdominal adipose tissue (SAAT)
umbilical cord
heart left atrial appendage
dermal papilla
subcutaneous adipose tissue (SAT)
heart
biceps femoris muscle
artery
gluteal subcutaneous adipose tissue (glutSAT)
epididymal cauda
labial salivary gland
monocyte derived dendritic cell
mesenchymal stem cell derived adipocyte
medial rectus muscle
coronary artery smooth muscle cell
growth plate
vein
thyroid gland
heart muscle (myocardium, cardiac muscle)
uterine endometrium
adipose tissue (fat)
right ventricle interventricular septum
fetal oligodendrocyte progenitor cell
transiliac crest core
kidney
urinary bladder
dental pulp stem cell
breast (mammary gland)
aortic root wall
nasopharyngeal (epipharyngeal) epithelium
rectus abdominus muscle
minor salivary gland
iliac vein endothelium cell
pancreas
Brodmann area 10
stomach cardia
internal mammary artery wall
spinal cord
prostatic stroma fibromuscular cell
liver
uterus
stomach fundus
uterine myometrium
nasopharynx (epipharynx)
plasmacytoid dendritic cell
joint
deltoid muscle
renal (kidney) cortex
spleen
large intestine
heart atrium
heart ventricle
epidermal Langerhans cell
skin
uterine cervix
oral mucosa (unspecified)
ascending colonic mucosa
vagina
pyloric antrum
brain (encephalon)
biceps brachii
ovarian granulosa cell
diaphragm muscle
gingiva
coronary artery
stomach
urethra
inguinal lymph node
rectum
choroid
entorhinal cortex
ovary (female gonad)
conjunctiva
tongue
cerebral cortex (neopallium)
lateral rectus muscle
adrenal gland cortex (adrenal cortex)
bronchus (primary, main stem)
lymph node
spinal ganglion (dorsal root ganglion)
posterior superior temporal gyrus (Brodmann area 22)
tonsillar activated T-cell (unspecified)
superior frontal gyrus
left internal mammary artery
postcentral gyrus
vastus lateralis muscle
saphenous vein
multipotent progenitor (MPP) cell
ovarian (surface) epithelium cell
granulocyte (polymorphonuclear leukocyte)
synovial fluid mononuclear cell
colon
bone marrow hematopoietic stem cell
small intestine
renal (kidney) medulla
middle temporal gyrus (Brodmann area 21)
ventral tegmental area
corneal limbus
liver-infiltrating lymphocyte
medulla oblongata
trachea
epididymal corpus
tumor derived astrocyte
placenta
seminal vesicle
subthalamic nucleus
skeletal muscle
superior vestibular nucleus
pancreatic duct (duct of Wirsung)
adrenal gland
penis
iliac artery endothelium cell
trigeminal ganglion
midbrain (mesencephalon)
corpus callosum
pharyngeal mucosa
cerebral white matter
bone marrow plasma cell
associative striatum
thalamus (dorsal thalamus)
sigmoid colonic mucosa
aorta
tonsil
pons
activated T-cell (unspecified)
temporal lobe
monocyte
cerebral hemisphere
peripheral blood CD8 central memory T-cell
peripheral blood CD8 naive T-cell
salivary gland
amygdala
prostate (prostate gland)
rectosigmoid colonic mucosa
ascending colon
oocyte
caecum (cecum)
sigmoid colon
aortic (vascular) smooth muscle cell
jejunum
occipital lobe
nipple
basal ganglia
hypothalamus
frontal lobe
colorectum
vulva
uterine endometrium stroma cell
prefrontal cortex
hippocampus
substantia nigra
thymus
pituitary gland (hypophysis)
accumbens nucleus
colonic mucosa
duodenum
pulmonary vein endothelium cell
embryo
vermis
peripheral blood CD8 effector memory T-cell
parietal lobe
peripheral blood CD8 effector memory RA T-cell
saliva
epididymal caput
myeloid dendritic cell
i leum
resting T-cell (unspecified)
esophagus (oesophagus)
tonsillar resting T-cell (unspecified)
putamen
descending colon
trabecular meshwork cell
chorion villus
lateral thalamic nucleus
hair follicle keratinocyte
epidermal melanocyte
reticular dermis cell
transverse colon
oviduct (fallopian tube)
tracheal epithelium cell
pars compacta
Brodmann area 46
macrophage
granulocyte-macrophage progenitor (GMP) cell
globus pallidus
colon polyp
diencephalon
bronchial (primary, main stem) epithelium cell
activated CD8 T-cell
descending colonic mucosa
cerebellum
hepatic myofibroblast
peripheral blood CD4 activated T-cell
retinal pigment epithelium
nasal epithelium
hepatic artery endothelium cell
monocyte derived macrophage
testis (male gonad)
skeletal muscle myoblast
dermal papilla cell
bronchial organotypic tissue culture
umbilical cord blood neutrophil granulocyte
common myeloid progenitor (CMP) cell
pars reticulata
large airway epithelium cell
prostatic stroma cell
bone marrow erythroblast
epidermis
genu
activated CD4 T-cell
tarsal conjunctiva
bronchiolar (small airway) epithelium cell
caudate nucleus
astrocyte (unspecified)
satellite cell derived myotube
bone marrow derived mesenchymal stem cell
bone marrow endothelium progenitor cell
epidermal keratinocyte
pancreatic islet (islet of Langerhans)
colonic gland (crypt)
satellite cell derived myoblast
lower lobe small airway epithelial cell
resting CD4 T-cell
ovarian stroma cell
frontal pole
large stellate neuron (entorhinal cortex)
upper lobe small airway epithelial cell
bone marrow cell
peripheral blood mononuclear cell
cumulus cell
neonatal foreskin derived fibroblast
platelet (thrombocyte)
osteoblast like cell
peripheral blood leukocyte
pancreatic islet cell
tonsillar CD8 T-cell
natural killer cell
colonic epithelium cell (colonocyte)
neuron
tongue squamous epithelium cell
bone marrow myeloid cell
breast (mammary gland) epithelium cell
tonsillar CD8 activated T-cell
resting CD8 T-cell
CD4 single positive thymocyte
bronchial epithelium cell 3D culture
peripheral blood natural killer T-cell
hepatocyte
alveolar macrophage
tonsillar CD4 T-cell
gingival epithelium organotypic model
tonsillar CD8 resting T-cell
eosinophil granulocyte
peripheral blood CD8 activated T-cell
tonsillar natural killer cell
suprabasal epidermis cell
breast (mammary gland) stroma cell
pyramidal neuron (superior frontal gyrus)
plasma cell
amniocyte
germinal center B-cell
skeletal muscle derived mesoangioblast
tonsillar CD4 resting T-cell
blood
pyramidal neuron (primary visual cortex)
bone marrow
leukocyte
tonsillar CD4 activated T-cell
buccal epithelium organotypic model
pyramidal neuron (hippocampus)
tonsillar CD4 regulatory T-cell
pyramidal neuron (middle temporal gyrus)
synovial fibroblast
basal epidermis cell
chondrogenic progenitor cell
umbilical cord naive B-cell
tumor derived T-cell
bone marrow mononuclear cell
tumor derived CD8+ T-cell
pyramidal neuron (posterior cingulate)
tumor derived CD4+ T-cell
osteoblast
tonsillar CD30 T-cell
umbilical cord immature (transitional) B-cell
peripheral blood CD8 T-cell
peripheral blood CD8 resting T-cell
tonsillar T-cell
peripheral blood CD4 resting T-cell
cerebral white matter astrocyte
cerebrospinal fluid cell
early promyelocyte
double positive thymocyte
tonsillar B-cell
urinary bladder urothelium (epithelium) cell
conjunctival epithelium cell (sp.)
dermal fibroblast
conjunctival epithelium cell
cornea
nasal organotypic tissue culture
peripheral blood CD4 T-cell
chondrocyte
bronchial smooth muscle cell
chorion villus cell
peripheral blood CD4 T-large granular lymphocyte
immature (transitional) B-cell
peripheral blood lymphocyte
lymphocyte
peripheral blood T-cell
orthochromatophilic normoblast (late erythroblast)
B-cell
pulmonary (lung) myofibroblast
erythroid progenitor cell
bone marrow stromal cell
scalp
lymph node CD4+ T-cell
retina
peripheral blood CD4 regulatory T-cell
polychromatophilic normoblast (intermediate erythroblast)
neutrophil granulocyte
tonsillar germinal center B-cell
amniotic fluid
fetal retina pigment epithelium
proerythroblast
pulmonary (lung) fibroblast
peripheral blood helper (CD4 effector) T-cell
fetal retina
peripheral blood CD4 memory T-cell
fetal retina pigment epithelium cell
nasal epithelium cell
bone marrow CD4 T-cell
peripheral blood CD4 naive regulatory T-cell
tonsillar naive B-cell
colony-forming unit-erythroid (CFU-E)
peripheral blood CD4 memory regulatory T-cell
peripheral blood CD4 effector memory T-cell
cuboidal alveolar type 2 cell (AT2)
cortical astrocyte
peripheral blood tumor specific CD8 effector T-cell
bone marrow polymorphonuclear cell (PMN)
peripheral blood CD4 central memory T-cell
peripheral blood CD4 naive T-cell
tonsillar centrocyte
megakaryocyte-erythroid progenitor (MEP) cell
naive B-cell
late promyelocyte
memory B-cell
ileal epithelium cell
tonsillar centroblast
band cell
myelocyte
anergic B-cell
activated memory B-cell
metamyelocyte
tonsillar plasmablast
peripheral blood CD4 stem cell memory T-cell
tonsillar memory B-cell
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Level of expression
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Showing 1 measure(s) of 1 gene(s) on selection: HS-9
394 anatomical parts from data selection: HS_AFFY_U133PLUS_2-9Dataset:
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I) Endothelial Cells



6 7 8 9 1 0 1 1 1 2 1 3 1 4 1 5 1 6 1 7

# of samples

4
4
3
4
3

1 9
1 2
1 8

153
2
1
3
3
6

1 8
3
6
7
3

3 8
3
6
2
4
6
6

2 1
3
4

2 8
3 0

4
4
4
3
2
3
4
6
5
9
5

5 3
5

2850
5
5
2
6
5
7
5
5

6 5
2 4
3 9
1 6

7
401

8
7
3

1 8
2 8

7
1 3
1 2

133
2

3 3
4

4 3
4
6

1 0
5 8

2
3
3
5

1 4
3

1 2
4
4

3 4
165

2 7
105

2 8
9 4
2 8

2
1 9
1 8

132
1 5
2 6
2 7

1
3 6
5 0

5
2 7
2 5

1
1 0

2
3

1 7
1 2

3
3 2
8 9
1 2
1 3
1 3
5 1

6
8 4

323
3 7

5
3

179
1 0
1 0

6
618

4 6
3

4 0
1 5

3
6

2 1
3

150
6 9

7
6

254
2 0

1
3 5
3 6
8 7
6 9

1
1580

3
157

3 7
1 5

2
4
4

1 5
142

6 4
6

3 1
1 6
1 8

122
5 8
3 5
1 6
8 1

6
8
8

1 6
1 7
3 7
6 2

6
3 3
4 9
6 2
1 8

6
7
5

128
191

1 6
1 3
1 6

1
3

1 5
2

3 6
5
6
9

3 6
8
9

2 7
1 8
5 1

8
8
2

6 9
4 8
1 7
1 0

3
1 7

6
2202

3 4
3
8

2 7
1 5

514
8
1

1 4
1 4

2320
3

101
2

4 0
3 5
6 4

9
6 8

8
6

1 4
1 6
8 4

7
1 9
1 5

9
2
8

1 6
250

7
1 2

6
9

1 9
4
8

5 5
4 7

3
2

3 6
1 1
7 1
1 7
4 8
1 0

2
3
1
8

1 0
1 2
4 2
1 0
2 3
1 8

2
1 5
4 4
2 1
1 1

9
1 8

4
6 4

3
3 2

117
4 0

6
1 3
7 0
4 2
1 1
7 4

416
8
4
3

1 2
1 2

5
1

1 4
1

4 2
1

2 9
6

1 1
3 0
1 3
1 2
1 1
5 4
4 0
1 2

2
1

3 8
130

1
4
2

7 4
2 1

5
6

4 4
8
2
8

1 8
4

489
2 1

1
8 1

4
3 7
3 9

6
7 0

3
112

3
1 0
9 9

1117
8 6

535
1 0

3
4
3
1
2

154
9 0
6 8

141
2 4
1 8
1 2

7
3

6 7
6
6

1 5
2 0
6 6

7
1
6

165
1 2
1 1
6 0

6
6 0
2 5

641
7

1253
231

4 0
1
7

6 0
6 9
3 5
1 2

9
118

2
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Homo sapiens (394)
polychromatophilic normoblast (intermediate erythroblast)
orthochromatophilic normoblast (late erythroblast)
bone marrow erythroblast
proerythroblast
colony-forming unit-erythroid (CFU-E)
bone marrow mononuclear cell
erythroid progenitor cell
transiliac crest core
bone marrow
megakaryocyte-erythroid progenitor (MEP) cell
multipotent progenitor (MPP) cell
bone marrow myeloid cell
common myeloid progenitor (CMP) cell
umbilical cord blood neutrophil granulocyte
embryo
double positive thymocyte
bone marrow hematopoietic stem cell
bone marrow CD4 T-cell
early promyelocyte
saliva
CD4 single positive thymocyte
microvascular endothelium cell
bone marrow cell
umbilical cord immature (transitional) B-cell
pulmonary microvessel endothelium cell
dental pulp stem cell
bone marrow endothelium progenitor cell
late promyelocyte
peripheral blood CD8 naive T-cell
platelet (thrombocyte)
bone marrow plasma cell
peripheral blood CD8 effector memory RA T-cell
peripheral blood CD8 central memory T-cell
immature (transitional) B-cell
peripheral blood CD8 effector memory T-cell
umbilical cord naive B-cell
epidermal melanocyte
nasopharyngeal (epipharyngeal) epithelium
nasopharynx (epipharynx)
tonsillar CD4 resting T-cell
growth plate
tonsillar CD30 T-cell
umbilical cord
tonsillar CD4 activated T-cell
blood
tonsillar natural killer cell
granulocyte-macrophage progenitor (GMP) cell
aortic endothelium cell
tonsillar CD8 activated T-cell
tonsillar CD8 resting T-cell
tonsillar CD8 T-cell
peripheral blood natural killer T-cell
tonsillar CD4 regulatory T-cell
ovarian (surface) epithelium cell
basal ganglia
peripheral blood CD4 activated T-cell
natural killer cell
ovarian granulosa cell
subcutaneous adipose tissue (SAT)
tumor derived CD8+ T-cell
eosinophil granulocyte
bone marrow polymorphonuclear cell (PMN)
amniocyte
cerebral white matter
tonsillar CD4 T-cell
plasmacytoid dendritic cell
tongue squamous epithelium cell
umbilical vein endothelium cell
chondrocyte
pyramidal neuron (middle temporal gyrus)
myeloid dendritic cell
placenta
band cell
chondrogenic progenitor cell
peripheral blood tumor specific CD8 effector T-cell
epidermis
myelocyte
basal epidermis cell
germinal center B-cell
plasma cell
minor salivary gland
reticular dermis cell
chorion villus
hepatic myofibroblast
peripheral blood CD8 activated T-cell
pyramidal neuron (primary visual cortex)
neutrophil granulocyte
pyramidal neuron (posterior cingulate)
coronary artery smooth muscle cell
large stellate neuron (entorhinal cortex)
inguinal lymph node
pyramidal neuron (hippocampus)
activated T-cell (unspecified)
liver-infiltrating lymphocyte
activated memory B-cell
heart left ventricle
naive B-cell
tumor derived CD4+ T-cell
pulmonary artery endothelium cell
activated CD8 T-cell
pyramidal neuron (superior frontal gyrus)
biceps brachii
peripheral blood CD4 resting T-cell
vulva
epidermal keratinocyte
peripheral blood CD8 resting T-cell
testis (male gonad)
resting T-cell (unspecified)
suprabasal epidermis cell
aortic valve
labial salivary gland
oocyte
genu
granulocyte (polymorphonuclear leukocyte)
dermal papilla cell
dermal lymphatic microvessel endothelium cell
tonsillar B-cell
peripheral blood CD8 T-cell
neuron
descending colonic mucosa
breast (mammary gland)
duodenum
tonsillar resting T-cell (unspecified)
dermal papilla
leukocyte
lymph node CD4+ T-cell
skeletal muscle
cuboidal alveolar type 2 cell (AT2)
subcutaneous abdominal adipose tissue (SAAT)
stomach
metamyelocyte
omental adipose tissue
blood outgrowth endothelial cell
hepatic vein endothelium cell
pancreatic duct (duct of Wirsung)
thyroid gland
conjunctival epithelium cell
peripheral blood CD4 T-cell
peripheral blood CD4 memory T-cell
cerebral white matter astrocyte
heart ventricle
monocyte
memory B-cell
cerebral hemisphere
lymphocyte
retina
oral mucosa (unspecified)
gluteal subcutaneous adipose tissue (glutSAT)
vermis
vastus lateralis muscle
small intestine
peripheral blood leukocyte
slow-twitch muscle fiber
midbrain (mesencephalon)
iliac artery endothelium cell
urinary bladder
conjunctival epithelium cell (sp.)
adipose tissue (fat)
monocyte derived dendritic cell
frontal lobe
coronary artery
middle temporal gyrus (Brodmann area 21)
bone marrow stromal cell
subthalamic nucleus
uterine endometrium
uterine myometrium
B-cell
amygdala
alveolar macrophage
hair follicle keratinocyte
vagina
ovarian stroma cell
ventral tegmental area
spinal cord
cumulus cell
peripheral blood CD4 regulatory T-cell
large intestine
fast-twitch muscle fiber
cerebellum
large airway epithelium cell
thalamus (dorsal thalamus)
bronchus (primary, main stem)
tonsil
tonsillar activated T-cell (unspecified)
dermal fibroblast
synovium (synovial membrane)
trigeminal ganglion
epidermal Langerhans cell
spinal ganglion (dorsal root ganglion)
activated CD4 T-cell
hepatic artery endothelium cell
hypothalamus
uterus
adrenal gland cortex (adrenal cortex)
anergic B-cell
stomach cardia
ovary (female gonad)
gingival epithelium organotypic model
trachea
amniotic fluid
putamen
corpus callosum
Brodmann area 10
pharyngeal mucosa
nipple
heart
bone marrow derived mesenchymal stem cell
quadriceps femoris muscle
coronary artery endothelium cell
salivary gland
joint
temporal lobe
saphenous vein
hepatocyte
buccal epithelium organotypic model
thymus
jejunum
accumbens nucleus
renal (kidney) cortex
bronchiolar (small airway) epithelium cell
pyloric antrum
synovial fluid
superior vestibular nucleus
dendritic cell
peripheral blood mononuclear cell
epididymal cauda
prefrontal cortex
iris microvascular endothelium cell
prostate (prostate gland)
ascending colonic mucosa
mediastinal adipose tissue (MAT, intrathoracic adipose tissue)
lymph node
heart muscle (myocardium, cardiac muscle)
heart atrium
bronchial smooth muscle cell
globus pallidus
heart right ventricle
colonic mucosa
pars compacta
tongue
tonsillar centrocyte
astrocyte (unspecified)
pulmonary vein endothelium cell
stomach fundus
spleen
peripheral blood lymphocyte
pars reticulata
peripheral blood CD4 memory regulatory T-cell
adrenal gland
umbilical artery endothelium cell
nasal epithelium cell
aorta
uterine cervix
breast (mammary gland) epithelium cell
biceps femoris muscle
epididymal corpus
iliac vein endothelium cell
scalp
satellite cell derived myotube
macrophage
deltoid muscle
pulmonary (lung) myofibroblast
fetal oligodendrocyte progenitor cell
pons
epididymal caput
resting CD4 T-cell
renal (kidney) medulla
medulla oblongata
satellite cell derived myoblast
posterior superior temporal gyrus (Brodmann area 22)
tumor derived T-cell
cerebral cortex (neopallium)
occipital lobe
urinary bladder stromal fibromuscular cell
tonsillar centroblast
tracheal epithelium cell
pituitary gland (hypophysis)
colon polyp
peripheral blood CD4 naive regulatory T-cell
internal (medial) globus pallidus
gingiva
rectus abdominus muscle
choroid microvessel endothelium cell
peripheral blood T-cell
nasal epithelium
internal mammary artery wall
penis
caudate nucleus
pancreas
peripheral blood helper (CD4 effector) T-cell
lower lobe small airway epithelial cell
synovial fibroblast
colon
urethra
lateral thalamic nucleus
oviduct (fallopian tube)
left internal mammary artery
chorion villus cell
cerebral white matter microglia cell
vein
osteoblast
resting CD8 T-cell
i leum
choroid
parietal lobe
aortic (vascular) smooth muscle cell
upper lobe small airway epithelial cell
sigmoid colon
uterine endometrium stroma cell
fetal retina pigment epithelium cell
peripheral blood CD4 T-large granular lymphocyte
brain (encephalon)
colonic epithelium cell (colonocyte)
tonsillar germinal center B-cell
retinal pigment epithelium
diencephalon
aortic root wall
peripheral blood CD4 naive T-cell
artery
thrombus derived leukocyte
neonatal foreskin derived fibroblast
glomerulus
osteoblast like cell
prostatic stroma fibromuscular cell
descending colon
esophagus (oesophagus)
ascending colon
skeletal muscle myoblast
tonsillar T-cell
pulmonary (lung) fibroblast
cerebral white matter oligodendrocyte progenitor cell
lung
synovial fluid mononuclear cell
seminal vesicle
right ventricle interventricular septum
colorectum
pancreatic islet cell
rectosigmoid colonic mucosa
fetal retina pigment epithelium
entorhinal cortex
retina microvessel endothelium cell
Brodmann area 46
transverse colon
diaphragm muscle
renal tubulointerstitium
kidney
cerebrospinal fluid cell
liver
colonic gland (crypt)
cortical oligodendrocyte progenitor cell
corneal limbus
frontal pole
gall bladder
caecum (cecum)
sigmoid colonic mucosa
pancreatic islet (islet of Langerhans)
superior frontal gyrus
monocyte derived macrophage
mesenchymal stem cell derived adipocyte
breast (mammary gland) stroma cell
fetal retina
conjunctiva
skeletal muscle derived mesoangioblast
substantia nigra
prostatic stroma cell
tonsillar naive B-cell
peripheral blood CD4 central memory T-cell
tumor derived oligodendrocyte progenitor cell
postcentral gyrus
cardiomyocyte (heart muscle cell)
lateral rectus muscle
cornea
hippocampus
trabecular meshwork cell
peripheral blood CD4 effector memory T-cell
bronchial organotypic tissue culture
tonsillar memory B-cell
nasal organotypic tissue culture
heart right atrial appendage
bronchial (primary, main stem) epithelium cell
tonsillar plasmablast
skin
rectum
heart left atrial appendage
tumor derived astrocyte
medial rectus muscle
tarsal conjunctiva
associative striatum
sural nerve
urinary bladder urothelium (epithelium) cell
ileal epithelium cell
bronchial epithelium cell 3D culture
cortical astrocyte
peripheral blood CD4 stem cell memory T-cell
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Level of expression
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J) Erythroblasts



7.5 8 8.5 9 9.5 1 0 10.5 1 1 11.5 1 2 12.5 1 3

# of samples

5 3
589

6
482

1
1

9 2
3 5
2 0

140
2 2

1
244

7
9
3
1

2 3
1
6
8

6 4
1 0
5 6

7
3

3 4
1

3 6
1

119
116

3 5
6

2 9
366

3
6 8
4 2

4
3 3
2 7

6
6

1 2
4 0
4 0
3 1

Homo sapiens (48)
peripheral blood leukocyte
peripheral blood mononuclear cell
peripheral blood lymphocyte
blood
skin fibroblast
facial nerve (CN VII)
peripheral blood CD4 T-cell
subcutaneous adipose tissue (SAT)
umbilical cord blood derived CD34 hematopoietic stem / progenitor cell
liver
bronchiolar (small airway) epithelium
Schwann cell
bronchial (primary, main stem) epithelium cell
fetal mixed multipotent progenitor/common lymphoid progenitor cell
glomerulus
fetal heart
hypoglossal nerve (CN XII)
heart left ventricle
cervical nerve
fetal immature B-cell
fetal pre-B-II cell
carotid artery
tracheal epithelium cell
kidney
fetal pre-B-I cell
fetal brain
hepatocyte
vestibular nerve
hippocampus
vestibulocochlear nerve (CN VIII)
pancreatic islet (islet of Langerhans)
colonic mucosa
left ventricle wall
heart right ventricle
left ventricle apex
lung
dermal fibroblast
vastus lateralis muscle
skeletal muscle
pancreatic islet cell
umbilical vein endothelium cell
monocyte derived macrophage
peripheral blood Th17 T-cell
podocyte
peripheral blood CD4 memory T-cell
differentiated pre-adipocyte (SAAT)
renal (kidney) cortex cell
testis (male gonad)

7.5 8 8.5 9 9.5 1 0 10.5 1 1 11.5 1 2 12.5 1 3

LOW MEDIUM (=IQR) HIGH

Level of expression (signal intensity on Affymetrix Human Gene 1.0 ST Array)

PF4V1

Showing 1 measure(s) of 1 gene(s) on selection: HS-12
48 anatomical parts from data selection: HS_AFFY_ST1_0-12Dataset:

created with GENEVESTIGATOR

K) Platelets



6 7 8 9 1 0 1 1 1 2 1 3 1 4 1 5 1 6 1 7

# of samples

2 1
5

1 6
3 5

2320
2 8

250
179

2 1
130

4
5 1

2850
1
1

157
7

1 6
1 9

5
1580

1
1 7

4
6 4

4
7

6 0
8 6

118
254

5
3 4
3 7

6
1 8

4
1

5 0
3 2
1 0

153
8

4 7
9
2
7

4 4
1 0
8 9

117
150

5
8 4

5
3

1 9
3

1 9
1
7

4 2
141

9 4
6

3 0
5 1

1
3
8
6
6
9

1 8
1 4
1 6

3
6

1 7
2 8

122
1 5
1 8
1 8
1 5
1 1
1 6

6
4
4

1 4
1 7

9
1 6

105
2 7
2 9
2 8

8
8

4 0
1 8

8
2 7

489
165

6
6

5 8
4
7

1 6
3 5
1 3

7
6

7 4
7

1 0
2 7

7
4

3 3
3

416
3 3
4 2

4
1 5

2
1

3 6
4 2

8
6 4

8
1 2

8
6

1 3
8
3

142
2 5

2
3
8

5 3
9

1 0
6 9
1 0
5 8

8
9
6
1

1 9
1 0
2 3

2
8

132
3
1
2
2
7

6 8
3 6

112
6 6
2 1

3
2
2

7 0
6 5

1
6
2

2 1
2 4

6
6

618
5 4

535
323

2
3
2

401
4 0
7 1

5
3 5

6
1 7
1 5

4
3

8 4
1
8

4 6
101

8
6
4
2

2 8
3 9

5
5 5
2 7
2 6
1 2

165
3 8

3
3 4

5
4 9
1 4

6
1117

3 0
5
3

191
3
6
2

1 0
3

4 3
5
5

1 3
1 0
1 6
3 6
3 1

3
1 8
8 7

4
3
1
6
4

6 9
7 0
1 2

5
2
4
2

3 9
1 2
6 4

3
2

3 7
4

1 2
3 8

154
8 1

133
3 6
4 0
1 2

1
9

1 4
1 2

3
4 0

7
6 8
4 8
6 9
3 7
2 5

4
3

6 2
1 2

6
3

6 7
128

4 0
2202

1 3
231
514

3
9

1 1
6 9

6
1 2

2
1 2
1 8
4 4
6 2

9
6

1 3
1 8
3 6
1 1
6 0

1
1 1
4 8
1 1
3 2

1
6

1 8
6 0

2
4

1 2
3

1 2
6

2 0
8 1

3
2 4

3
1 5
1 6
7 4

3
9 0
1 4
9 9

7
4

2 1
3

3 7
1 2

6
4
3

1 2
4
6

1 5
3 5
1 7

8
1 3
1 1

4
2 0

3
3

1 0
1253

1 8
5

2 7
4

1 0
641

5
1

1 5
1 5

2
3
3
5
3
2
3
6

1 8
2
1
7

1 5
6
6
7

Homo sapiens (394)
bone marrow endothelium progenitor cell
tonsillar natural killer cell
natural killer cell
lymphocyte
peripheral blood mononuclear cell
platelet (thrombocyte)
peripheral blood lymphocyte
leukocyte
synovial fluid mononuclear cell
peripheral blood CD4 naive T-cell
peripheral blood CD8 effector memory RA T-cell
peripheral blood CD8 T-cell
blood
resting CD8 T-cell
resting CD4 T-cell
peripheral blood leukocyte
cerebral white matter astrocyte
spleen
bone marrow mononuclear cell
tonsillar resting T-cell (unspecified)
vastus lateralis muscle
activated CD8 T-cell
deltoid muscle
nasopharyngeal (epipharyngeal) epithelium
rectus abdominus muscle
thrombus derived leukocyte
ovarian granulosa cell
tarsal conjunctiva
cerebrospinal fluid cell
bronchial epithelium cell 3D culture
monocyte
peripheral blood CD4 resting T-cell
buccal epithelium organotypic model
duodenum
nasopharynx (epipharynx)
amniocyte
conjunctival epithelium cell (sp.)
activated CD4 T-cell
biceps brachii
peripheral blood T-cell
skeletal muscle
bone marrow
pharyngeal mucosa
biceps femoris muscle
growth plate
resting T-cell (unspecified)
eosinophil granulocyte
esophagus (oesophagus)
diaphragm muscle
granulocyte (polymorphonuclear leukocyte)
nasal epithelium
peripheral blood CD4 T-cell
plasma cell
colonic mucosa
tonsillar activated T-cell (unspecified)
oocyte
liver-infiltrating lymphocyte
conjunctival epithelium cell
tongue
vermis
tonsillar CD8 T-cell
i leum
monocyte derived macrophage
inguinal lymph node
bone marrow hematopoietic stem cell
bone marrow plasma cell
Brodmann area 10
cerebral hemisphere
joint
tumor derived CD8+ T-cell
umbilical cord blood neutrophil granulocyte
large intestine
lymph node
subthalamic nucleus
superior vestibular nucleus
trigeminal ganglion
peripheral blood CD8 effector memory T-cell
saphenous vein
spinal cord
pyramidal neuron (hippocampus)
uterine endometrium
midbrain (mesencephalon)
corpus callosum
occipital lobe
adipose tissue (fat)
peripheral blood CD4 T-large granular lymphocyte
spinal ganglion (dorsal root ganglion)
coronary artery
peripheral blood CD8 naive T-cell
aorta
globus pallidus
temporal lobe
ileal epithelium cell
ventral tegmental area
coronary artery smooth muscle cell
pyramidal neuron (posterior cingulate)
parietal lobe
large stellate neuron (entorhinal cortex)
uterine cervix
vagina
colonic epithelium cell (colonocyte)
thalamus (dorsal thalamus)
jejunum
putamen
lung
neutrophil granulocyte
stomach cardia
pulmonary microvessel endothelium cell
uterine myometrium
lateral thalamic nucleus
pars compacta
amygdala
B-cell
uterine endometrium stroma cell
medial rectus muscle
bronchus (primary, main stem)
glomerulus
tonsil
medulla oblongata
accumbens nucleus
pars reticulata
peripheral blood CD8 central memory T-cell
pyramidal neuron (middle temporal gyrus)
oviduct (fallopian tube)
colon
fast-twitch muscle fiber
posterior superior temporal gyrus (Brodmann area 22)
myeloid dendritic cell
hypothalamus
activated T-cell (unspecified)
seminal vesicle
pyramidal neuron (superior frontal gyrus)
peripheral blood helper (CD4 effector) T-cell
heart atrium
frontal lobe
renal (kidney) medulla
tongue squamous epithelium cell
nipple
heart ventricle
plasmacytoid dendritic cell
pyloric antrum
epidermal melanocyte
monocyte derived dendritic cell
epidermal keratinocyte
caecum (cecum)
small intestine
trachea
umbilical cord
ovary (female gonad)
colonic gland (crypt)
gluteal subcutaneous adipose tissue (glutSAT)
testis (male gonad)
epidermis
stomach fundus
peripheral blood CD4 naive regulatory T-cell
penis
choroid
nasal epithelium cell
salivary gland
cerebral cortex (neopallium)
bone marrow cell
urethra
heart left ventricle
bone marrow myeloid cell
vein
uterus
retinal pigment epithelium
tonsillar CD4 T-cell
superior frontal gyrus
gingival epithelium organotypic model
Brodmann area 46
postcentral gyrus
pituitary gland (hypophysis)
thymus
pons
heart
entorhinal cortex
ovarian (surface) epithelium cell
synovial fluid
dental pulp stem cell
iliac vein endothelium cell
thyroid gland
basal ganglia
chondrogenic progenitor cell
tonsillar CD8 activated T-cell
subcutaneous abdominal adipose tissue (SAAT)
brain (encephalon)
liver
breast (mammary gland)
pulmonary vein endothelium cell
germinal center B-cell
urinary bladder stromal fibromuscular cell
subcutaneous adipose tissue (SAT)
prostate (prostate gland)
macrophage
tonsillar CD8 resting T-cell
ascending colonic mucosa
adrenal gland
aortic valve
renal (kidney) cortex
colorectum
bone marrow erythroblast
descending colonic mucosa
lateral rectus muscle
ovarian stroma cell
stomach
prefrontal cortex
ascending colon
microvascular endothelium cell
hepatic myofibroblast
iris microvascular endothelium cell
cerebral white matter
peripheral blood CD4 activated T-cell
tonsillar CD4 regulatory T-cell
breast (mammary gland) epithelium cell
vulva
tumor derived CD4+ T-cell
urinary bladder urothelium (epithelium) cell
hippocampus
saliva
transverse colon
pyramidal neuron (primary visual cortex)
tonsillar CD4 resting T-cell
cerebellum
dendritic cell
descending colon
kidney
sigmoid colon
peripheral blood natural killer T-cell
suprabasal epidermis cell
synovium (synovial membrane)
choroid microvessel endothelium cell
neuron
chondrocyte
peripheral blood tumor specific CD8 effector T-cell
retina microvessel endothelium cell
placenta
tonsillar CD30 T-cell
tonsillar CD4 activated T-cell
caudate nucleus
lymph node CD4+ T-cell
heart right ventricle
adrenal gland cortex (adrenal cortex)
middle temporal gyrus (Brodmann area 21)
reticular dermis cell
transiliac crest core
oral mucosa (unspecified)
urinary bladder
frontal pole
artery
pancreatic duct (duct of Wirsung)
umbilical cord immature (transitional) B-cell
bone marrow derived mesenchymal stem cell
pancreas
erythroid progenitor cell
prostatic stroma fibromuscular cell
aortic endothelium cell
peripheral blood CD8 activated T-cell
iliac artery endothelium cell
rectosigmoid colonic mucosa
left internal mammary artery
mediastinal adipose tissue (MAT, intrathoracic adipose tissue)
basal epidermis cell
umbilical cord naive B-cell
cumulus cell
immature (transitional) B-cell
labial salivary gland
aortic root wall
sigmoid colonic mucosa
right ventricle interventricular septum
umbilical vein endothelium cell
retina
omental adipose tissue
chorion villus cell
gall bladder
umbilical artery endothelium cell
minor salivary gland
dermal papilla cell
metamyelocyte
heart left atrial appendage
bone marrow CD4 T-cell
heart muscle (myocardium, cardiac muscle)
pulmonary (lung) myofibroblast
peripheral blood CD4 memory T-cell
pancreatic islet cell
heart right atrial appendage
gingiva
hepatic artery endothelium cell
peripheral blood CD4 regulatory T-cell
peripheral blood CD4 memory regulatory T-cell
prostatic stroma cell
dermal papilla
substantia nigra
dermal fibroblast
internal mammary artery wall
hepatocyte
tonsillar B-cell
rectum
bronchiolar (small airway) epithelium cell
hepatic vein endothelium cell
astrocyte (unspecified)
colon polyp
associative striatum
fetal retina pigment epithelium
tonsillar germinal center B-cell
neonatal foreskin derived fibroblast
fetal retina pigment epithelium cell
breast (mammary gland) stroma cell
tracheal epithelium cell
large airway epithelium cell
amniotic fluid
bronchial smooth muscle cell
dermal lymphatic microvessel endothelium cell
embryo
scalp
upper lobe small airway epithelial cell
nasal organotypic tissue culture
peripheral blood CD8 resting T-cell
lower lobe small airway epithelial cell
quadriceps femoris muscle
satellite cell derived myotube
genu
diencephalon
hair follicle keratinocyte
pulmonary (lung) fibroblast
bronchial organotypic tissue culture
skeletal muscle myoblast
orthochromatophilic normoblast (late erythroblast)
satellite cell derived myoblast
epididymal corpus
chorion villus
aortic (vascular) smooth muscle cell
memory B-cell
alveolar macrophage
CD4 single positive thymocyte
mesenchymal stem cell derived adipocyte
epididymal cauda
naive B-cell
bone marrow stromal cell
synovial fibroblast
epididymal caput
pancreatic islet (islet of Langerhans)
osteoblast
renal tubulointerstitium
conjunctiva
corneal limbus
osteoblast like cell
colony-forming unit-erythroid (CFU-E)
slow-twitch muscle fiber
fetal retina
cornea
proerythroblast
double positive thymocyte
trabecular meshwork cell
polychromatophilic normoblast (intermediate erythroblast)
cuboidal alveolar type 2 cell (AT2)
peripheral blood CD4 central memory T-cell
sural nerve
coronary artery endothelium cell
tonsillar T-cell
epidermal Langerhans cell
peripheral blood CD4 effector memory T-cell
band cell
tumor derived oligodendrocyte progenitor cell
skeletal muscle derived mesoangioblast
bone marrow polymorphonuclear cell (PMN)
tumor derived T-cell
skin
internal (medial) globus pallidus
cerebral white matter microglia cell
pulmonary artery endothelium cell
cerebral white matter oligodendrocyte progenitor cell
fetal oligodendrocyte progenitor cell
bronchial (primary, main stem) epithelium cell
anergic B-cell
tumor derived astrocyte
tonsillar centrocyte
tonsillar centroblast
myelocyte
early promyelocyte
late promyelocyte
granulocyte-macrophage progenitor (GMP) cell
common myeloid progenitor (CMP) cell
megakaryocyte-erythroid progenitor (MEP) cell
cortical oligodendrocyte progenitor cell
peripheral blood CD4 stem cell memory T-cell
activated memory B-cell
cortical astrocyte
multipotent progenitor (MPP) cell
cardiomyocyte (heart muscle cell)
blood outgrowth endothelial cell
tonsillar memory B-cell
tonsillar naive B-cell
tonsillar plasmablast

6 7 8 9 1 0 1 1 1 2 1 3 1 4 1 5 1 6 1 7

LOW MEDIUM (=IQR) HIGH

Level of expression

SH2D1B

Showing 1 measure(s) of 1 gene(s) on selection: HS-13
394 anatomical parts from data selection: HS_AFFY_U133PLUS_2-13Dataset:

created with GENEVESTIGATOR

L) Natural Killer Cells



7 8 9 1 0 1 1 1 2 1 3 1 4 1 5 1 6

# of samples

2
5
3

130
6

9 9
1 0

9
3 2

3
2
1
1
6

150
1 5

6
1 2

1
2 5

1117
8 1

2320
5

3 6
4 0

2
250

7 4
1

1 2
8

6 9
3

3 5
1 6
6 9

6
179

4
1 5
1 0
3 9

9
5
1

141
132
157

2
2850

1
153

8 6
1 1
6 7
5 1

6
1 2

6
165

3
6 6
1 2

7
6 4

8
3 5

3
101

1
4 0

2
3

2 6
7

6 8
3

4 4
9 0

535
2202

7 0
7

1 1
4

2 4
1 4
2 1

8
6 9

8
4 6

4
2 4

618
2 1

4
7
3

1 2
5 8

112
8

2 8
5 4
7 0
3 5

4
514

7 4
7

6 2
9 4

7
6 2

2
154

3 9
5
2
3
6

4 7
7

1 9
1 3

6
1 1
3 0

6
7 1

323
6 4
1 8
1 2
1 9
3 7
1 8
1 5

7
3 6
5 5
3 1
2 9
1 4
1 5
1 1

3
2
1

1 2
1 5
8 1

7
5 1
1 6
6 0

3
1 0

4
6 0
1 0

641
5
3
5

1 8
1 4
2 8
1 0
8 4

5
1 7
6 0

2
1 0

401
1
4

1 6
9

8 7
1 8

8
3 7

5
416

6
1580

6
5 0

1
1 7
1 9
6 8
6 4
4 8

5
1 3
4 2
6 5

165
1 0

1253
2 1
3 5

5
7

1 8
5
3

1 7
1 6
2 7
1 6
4 0

4
2
9

1 2
3 2

6
3 0
4 2

5
117

2
2 5
2 7
4 4
3 4
4 0

2
3 6

1
2 0
1 4
1 6

489
1 2

118
6

3 7
1
9

1 5
3

254
1 8

2
231

2 3
1 5

1
3
4

3 3
3

1 8
7

4 3
8

8 9
2 8

4
1 6
1 2

3
122

2
142

3
5 3
4 0
3 8

4
2 8
1 5
1 7

8
3
3

8 4
4
6
6

191
1 0

7
9
9

1 8
4

1 9
6

2 1
3
8
3
4

2 7
1
4

4 8
4

2 7
1 3
3 4
1 8

4
8

3 6
1
6
8
8
1
6

4 9
9
3

5 8
6

6 9
3 7

133
7

1 2
1 3
3 6

105
3
6
2
6
5
2
4
6
2
3
6
4
2
6
6
2
5
4

128
3 3

3
1

1 3
3
3

1 6
1 4

6
1 0

6
8

1 1
8
8
3

4 2
5
2

3 8
3
3

2 0
3

1 2
6
4
3

1 2
1 7
1 1

2
1 0
1 8

6
1 3
1 2
1 8
2 1
2 7

4
3

1 5

Homo sapiens (394)
retinal pigment epithelium
peripheral blood CD4 resting T-cell
oocyte
peripheral blood CD4 naive T-cell
peripheral blood CD4 stem cell memory T-cell
renal tubulointerstitium
lymph node CD4+ T-cell
peripheral blood CD4 naive regulatory T-cell
peripheral blood T-cell
CD4 single positive thymocyte
cortical astrocyte
choroid
peripheral blood CD8 resting T-cell
adrenal gland
peripheral blood CD4 T-cell
peripheral blood CD4 central memory T-cell
fetal retina pigment epithelium
peripheral blood CD4 memory regulatory T-cell
tumor derived astrocyte
heart right atrial appendage
kidney
right ventricle interventricular septum
peripheral blood mononuclear cell
tonsillar resting T-cell (unspecified)
adrenal gland cortex (adrenal cortex)
heart left atrial appendage
resting T-cell (unspecified)
peripheral blood lymphocyte
glomerulus
resting CD4 T-cell
fetal retina pigment epithelium cell
tonsillar T-cell
peripheral blood CD4 memory T-cell
epidermal melanocyte
lymphocyte
heart right ventricle
associative striatum
cornea
leukocyte
peripheral blood CD8 naive T-cell
renal (kidney) cortex
colonic gland (crypt)
peripheral blood CD4 activated T-cell
ileal epithelium cell
granulocyte-macrophage progenitor (GMP) cell
diencephalon
monocyte derived macrophage
heart left ventricle
peripheral blood leukocyte
megakaryocyte-erythroid progenitor (MEP) cell
blood
gall bladder
bone marrow
cerebrospinal fluid cell
peripheral blood CD4 effector memory T-cell
substantia nigra
peripheral blood CD8 T-cell
prostatic stroma cell
erythroid progenitor cell
pancreatic duct (duct of Wirsung)
hippocampus
double positive thymocyte
postcentral gyrus
trabecular meshwork cell
bone marrow CD4 T-cell
mediastinal adipose tissue (MAT, intrathoracic adipose tissue)
jejunum
sural nerve
common myeloid progenitor (CMP) cell
prefrontal cortex
lateral rectus muscle
colonic epithelium cell (colonocyte)
caecum (cecum)
early promyelocyte
tumor derived CD4+ T-cell
medial rectus muscle
superior frontal gyrus
late promyelocyte
tracheal epithelium cell
pancreatic islet (islet of Langerhans)
liver
hepatocyte
pancreas
tonsillar CD4 T-cell
colon polyp
colorectum
mesenchymal stem cell derived adipocyte
minor salivary gland
synovial fluid mononuclear cell
ascending colon
gluteal subcutaneous adipose tissue (glutSAT)
tumor derived CD8+ T-cell
stomach
peripheral blood CD8 activated T-cell
basal ganglia
subcutaneous abdominal adipose tissue (SAAT)
thyroid gland
corneal limbus
cerebral white matter astrocyte
transverse colon
chorion villus
epidermis
Brodmann area 46
renal (kidney) medulla
cerebral white matter
brain (encephalon)
entorhinal cortex
ascending colonic mucosa
peripheral blood CD8 central memory T-cell
bronchiolar (small airway) epithelium cell
synovial fibroblast
pars compacta
peripheral blood CD4 regulatory T-cell
inguinal lymph node
tonsillar CD8 T-cell
large airway epithelium cell
activated T-cell (unspecified)
sigmoid colonic mucosa
rectosigmoid colonic mucosa
peripheral blood natural killer T-cell
heart
frontal pole
descending colon
biceps femoris muscle
pars reticulata
liver-infiltrating lymphocyte
caudate nucleus
bone marrow hematopoietic stem cell
upper lobe small airway epithelial cell
sigmoid colon
cuboidal alveolar type 2 cell (AT2)
macrophage
breast (mammary gland)
frontal lobe
thalamus (dorsal thalamus)
labial salivary gland
bone marrow mononuclear cell
cumulus cell
subthalamic nucleus
midbrain (mesencephalon)
conjunctiva
retina
breast (mammary gland) epithelium cell
middle temporal gyrus (Brodmann area 21)
parietal lobe
superior vestibular nucleus
tonsillar centroblast
lower lobe small airway epithelial cell
epididymal caput
pons
multipotent progenitor (MPP) cell
urinary bladder urothelium (epithelium) cell
hypothalamus
alveolar macrophage
ovarian granulosa cell
Brodmann area 10
ventral tegmental area
tarsal conjunctiva
thymus
tumor derived T-cell
lateral thalamic nucleus
nasal organotypic tissue culture
diaphragm muscle
bronchial (primary, main stem) epithelium cell
tonsillar CD4 resting T-cell
epididymal corpus
plasma cell
occipital lobe
globus pallidus
platelet (thrombocyte)
salivary gland
colonic mucosa
tonsillar CD8 resting T-cell
spinal cord
bronchial organotypic tissue culture
skeletal muscle myoblast
medulla oblongata
subcutaneous adipose tissue (SAT)
vein
thrombus derived leukocyte
spinal ganglion (dorsal root ganglion)
amniotic fluid
oral mucosa (unspecified)
corpus callosum
heart atrium
pancreatic islet cell
tonsillar activated T-cell (unspecified)
colon
hair follicle keratinocyte
vastus lateralis muscle
chondrogenic progenitor cell
biceps brachii
artery
deltoid muscle
nasal epithelium cell
heart muscle (myocardium, cardiac muscle)
rectus abdominus muscle
quadriceps femoris muscle
tonsillar natural killer cell
dermal lymphatic microvessel endothelium cell
posterior superior temporal gyrus (Brodmann area 22)
ovarian (surface) epithelium cell
neutrophil granulocyte
testis (male gonad)
skin
pituitary gland (hypophysis)
B-cell
tonsillar CD4 activated T-cell
cardiomyocyte (heart muscle cell)
embryo
tonsillar CD30 T-cell
epididymal cauda
temporal lobe
amygdala
putamen
trigeminal ganglion
omental adipose tissue
peripheral blood CD8 effector memory RA T-cell
chondrocyte
lymph node
dermal papilla cell
genu
heart ventricle
bone marrow plasma cell
i leum
tonsillar CD4 regulatory T-cell
nasal epithelium
umbilical cord naive B-cell
epidermal keratinocyte
accumbens nucleus
esophagus (oesophagus)
buccal epithelium organotypic model
prostate (prostate gland)
bone marrow cell
gingival epithelium organotypic model
seminal vesicle
memory B-cell
dendritic cell
spleen
lung
left internal mammary artery
bronchial epithelium cell 3D culture
tonsillar CD8 activated T-cell
duodenum
resting CD8 T-cell
growth plate
tonsillar centrocyte
peripheral blood CD8 effector memory T-cell
monocyte
internal (medial) globus pallidus
neonatal foreskin derived fibroblast
rectum
cerebral cortex (neopallium)
naive B-cell
activated CD4 T-cell
bone marrow myeloid cell
urinary bladder
fast-twitch muscle fiber
small intestine
amniocyte
tonsil
placenta
ovarian stroma cell
granulocyte (polymorphonuclear leukocyte)
pyramidal neuron (hippocampus)
umbilical cord immature (transitional) B-cell
natural killer cell
fetal retina
oviduct (fallopian tube)
uterine endometrium
uterus
monocyte derived dendritic cell
suprabasal epidermis cell
umbilical cord
internal mammary artery wall
aortic root wall
cerebral white matter oligodendrocyte progenitor cell
large stellate neuron (entorhinal cortex)
adipose tissue (fat)
aortic valve
pyloric antrum
germinal center B-cell
basal epidermis cell
descending colonic mucosa
immature (transitional) B-cell
nasopharynx (epipharynx)
coronary artery
synovium (synovial membrane)
skeletal muscle
eosinophil granulocyte
astrocyte (unspecified)
umbilical artery endothelium cell
transiliac crest core
polychromatophilic normoblast (intermediate erythroblast)
tongue
penis
bone marrow endothelium progenitor cell
retina microvessel endothelium cell
stomach fundus
colony-forming unit-erythroid (CFU-E)
myeloid dendritic cell
vulva
vermis
nasopharyngeal (epipharyngeal) epithelium
pulmonary (lung) myofibroblast
gingiva
pyramidal neuron (posterior cingulate)
plasmacytoid dendritic cell
pyramidal neuron (primary visual cortex)
breast (mammary gland) stroma cell
proerythroblast
trachea
pyramidal neuron (superior frontal gyrus)
cerebral hemisphere
large intestine
nipple
urethra
activated CD8 T-cell
neuron
cerebellum
ovary (female gonad)
bone marrow erythroblast
uterine myometrium
aortic (vascular) smooth muscle cell
bone marrow derived mesenchymal stem cell
slow-twitch muscle fiber
umbilical vein endothelium cell
tonsillar plasmablast
tongue squamous epithelium cell
uterine endometrium stroma cell
scalp
coronary artery smooth muscle cell
joint
bronchus (primary, main stem)
iliac artery endothelium cell
dental pulp stem cell
prostatic stroma fibromuscular cell
myelocyte
aorta
umbilical cord blood neutrophil granulocyte
aortic endothelium cell
conjunctival epithelium cell
tonsillar naive B-cell
conjunctival epithelium cell (sp.)
pulmonary vein endothelium cell
stomach cardia
saphenous vein
iris microvascular endothelium cell
anergic B-cell
orthochromatophilic normoblast (late erythroblast)
dermal fibroblast
pyramidal neuron (middle temporal gyrus)
hepatic artery endothelium cell
synovial fluid
tonsillar B-cell
choroid microvessel endothelium cell
cortical oligodendrocyte progenitor cell
bone marrow stromal cell
osteoblast
pulmonary microvessel endothelium cell
fetal oligodendrocyte progenitor cell
bronchial smooth muscle cell
uterine cervix
satellite cell derived myotube
pharyngeal mucosa
vagina
hepatic vein endothelium cell
peripheral blood helper (CD4 effector) T-cell
cerebral white matter microglia cell
iliac vein endothelium cell
saliva
skeletal muscle derived mesoangioblast
reticular dermis cell
tumor derived oligodendrocyte progenitor cell
dermal papilla
tonsillar germinal center B-cell
tonsillar memory B-cell
hepatic myofibroblast
metamyelocyte
satellite cell derived myoblast
coronary artery endothelium cell
peripheral blood CD4 T-large granular lymphocyte
urinary bladder stromal fibromuscular cell
peripheral blood tumor specific CD8 effector T-cell
pulmonary (lung) fibroblast
microvascular endothelium cell
epidermal Langerhans cell
chorion villus cell
activated memory B-cell
osteoblast like cell
pulmonary artery endothelium cell
band cell
bone marrow polymorphonuclear cell (PMN)
blood outgrowth endothelial cell

7 8 9 1 0 1 1 1 2 1 3 1 4 1 5 1 6

LOW MEDIUM (=IQR) HIGH

Level of expression

FHIT

Showing 1 measure(s) of 1 gene(s) on selection: HS-14
394 anatomical parts from data selection: HS_AFFY_U133PLUS_2-14Dataset:

created with GENEVESTIGATOR

M) CD4+ T cells



6 7 8 9 1 0 1 1 1 2 1 3 1 4 1 5 1 6

# of samples

1
7
8
4

1 0
3
3
4

5 1
4
4

8 6
1

3 2
2 1

250
8
5

2320
5
3
6

3 5
3
5

2850
9 4

179
157

1 0
2
9

130
7
2
1
4

1 9
9

6 0
141

3 5
1 6
2 1

1
153

7
5

1 4
3
5

6 4
6

165
2 8

9
1 6
1 2
1 3

5
2 6

5
150

5
5

1 2
3

3 5
5
8

3 9
489

1 9
7 0
4 6

5
1 8
5 3

7
3
8

3 5
6

3 7
1 2

2
3

401
3 8
4 0

254
117

4
8 4

9
2 7

6
1

1253
4
3
2
6

4 2
6

5 0
3 0
2 8

1
1
6

1 0
8

231
3
8

3 3
2 8

6
7

535
6

1 8
6
8

1 0
6

8 4
2 7
1 9
8 9
3 4

1
8
4
3

1 5
7
8

1 0
8

2 7
2

2 7
1 4
3 9

8
1 5

4
6
4
4

105
4

1 8
8
6

1 8
416

7
3 6
6 2

6
1 4

3
2

1 6
1 1

8
9

142
1 2
2 5

4
1 5
5 8

3
1 7
6 8
1 6
6 9

3
3 6
1 8
3 7
1 7
6 9
1 7

6
6 4
6 2
1 5
3 6

1
1 0

4
1 6

8
3

1 3
3
4

2 1
1 1

191
1

1 0
2
8

4 0
3 6

3
7 1

3
1 6
4 0
4 9

1
7

1 2
1 5
3 1
1 7

122
6 5
4 0
1 2
1 3

1117
1 8

4
4 8
1 9
1 2
1 1
1 1

6
2 0
3 8

1
1 8
4 3

101
2202

1 0
2 3
1 4

9
2

323
2 9
1 6
4 4
6 9
2 1
4 0

1
1 3
8 7

154
3 0

6
1 8
4 7
1 0

6
1 1

128
1 1

2
1 2

1
1580

1 6
132

4 2
2 0

133
514

3
1 2

3
1 2
6 4

7
8 1
1 8
1 3

2
618

2
6

3 7
2

4 4
5

1 4
6

9 0
8 1
2 5

2
9

6 7
7
2
6
6

5 5
3 2

2
5 4
5 8
4 2
1 8

6
1 3

6
4
4
4

7 4
3
3
4

1 2
1 5
1 2

3
3

2 4
112

3
3

3 4
1 2
4 8
9 9
2 4
5 1
3 6

2
3 3
7 0
3 7

2
3
9
6

165
7 4

3
3

2 8
1 0

7
2 1
2 7
1 7
1 2
6 8

6
6 6

6
1
4

6 9
3
7
3

1 5
3

641
4
5

6 0
1 5

1
3

6 0
2
5
2
3
2

118
1 5

5
1
2

1 8
6
6
7

Homo sapiens (394)
peripheral blood CD8 resting T-cell
tonsillar CD8 T-cell
tumor derived CD8+ T-cell
peripheral blood CD8 effector memory RA T-cell
peripheral blood tumor specific CD8 effector T-cell
double positive thymocyte
peripheral blood CD8 effector memory T-cell
peripheral blood CD8 naive T-cell
peripheral blood CD8 T-cell
peripheral blood CD8 central memory T-cell
peripheral blood CD8 activated T-cell
cerebrospinal fluid cell
resting CD8 T-cell
peripheral blood T-cell
synovial fluid mononuclear cell
peripheral blood lymphocyte
tonsillar T-cell
tonsillar resting T-cell (unspecified)
peripheral blood mononuclear cell
tonsillar CD8 resting T-cell
CD4 single positive thymocyte
tonsillar CD8 activated T-cell
lymphocyte
thymus
tonsillar activated T-cell (unspecified)
blood
inguinal lymph node
leukocyte
peripheral blood leukocyte
tumor derived T-cell
bone marrow cell
ileal epithelium cell
peripheral blood CD4 naive T-cell
tonsillar CD4 T-cell
resting T-cell (unspecified)
vein
thrombus derived leukocyte
bone marrow mononuclear cell
peripheral blood CD4 naive regulatory T-cell
tarsal conjunctiva
monocyte derived macrophage
sural nerve
spleen
bone marrow endothelium progenitor cell
activated CD8 T-cell
bone marrow
ovarian granulosa cell
plasma cell
minor salivary gland
reticular dermis cell
tonsillar CD30 T-cell
mediastinal adipose tissue (MAT, intrathoracic adipose tissue)
bone marrow hematopoietic stem cell
neutrophil granulocyte
platelet (thrombocyte)
lymph node
natural killer cell
peripheral blood CD4 memory regulatory T-cell
tonsillar B-cell
tonsillar natural killer cell
tumor derived CD4+ T-cell
tonsillar CD4 resting T-cell
peripheral blood CD4 T-cell
peripheral blood natural killer T-cell
tonsillar CD4 regulatory T-cell
tongue squamous epithelium cell
small intestine
B-cell
tonsillar CD4 activated T-cell
ascending colon
peripheral blood CD4 activated T-cell
lung
liver-infiltrating lymphocyte
pancreas
stomach
peripheral blood CD4 resting T-cell
transiliac crest core
umbilical cord
tonsil
epidermal melanocyte
jejunum
ascending colonic mucosa
descending colon
duodenum
labial salivary gland
activated T-cell (unspecified)
germinal center B-cell
subcutaneous adipose tissue (SAT)
saliva
heart left atrial appendage
monocyte
nasal epithelium
urinary bladder
descending colonic mucosa
growth plate
vulva
heart ventricle
resting CD4 T-cell
skin
gingiva
transverse colon
caecum (cecum)
large intestine
ileum
nasopharynx (epipharynx)
biceps brachii
sigmoid colon
large stellate neuron (entorhinal cortex)
vermis
gall bladder
stomach cardia
colonic gland (crypt)
ovarian stroma cell
rectum
conjunctival epithelium cell
pharyngeal mucosa
pyramidal neuron (middle temporal gyrus)
pyramidal neuron (hippocampus)
bronchus (primary, main stem)
pars compacta
liver
prostatic stroma cell
subthalamic nucleus
coronary artery
trachea
skeletal muscle
peripheral blood CD4 stem cell memory T-cell
colonic mucosa
pyramidal neuron (posterior cingulate)
tongue
granulocyte (polymorphonuclear leukocyte)
pyramidal neuron (primary visual cortex)
cerebral hemisphere
stomach fundus
orthochromatophilic normoblast (late erythroblast)
colony-forming unit-erythroid (CFU-E)
adipose tissue (fat)
pars reticulata
heart atrium
salivary gland
uterine cervix
putamen
pons
accumbens nucleus
globus pallidus
rectosigmoid colonic mucosa
vagina
midbrain (mesencephalon)
lateral thalamic nucleus
adrenal gland
nasopharyngeal (epipharyngeal) epithelium
proerythroblast
coronary artery smooth muscle cell
conjunctival epithelium cell (sp.)
corpus callosum
pyloric antrum
penis
amniocyte
colon
eosinophil granulocyte
pyramidal neuron (superior frontal gyrus)
large airway epithelium cell
saphenous vein
superior vestibular nucleus
oviduct (fallopian tube)
heart
ventral tegmental area
peripheral blood CD4 effector memory T-cell
nipple
ovary (female gonad)
monocyte derived dendritic cell
chorion villus cell
heart right atrial appendage
hepatic myofibroblast
hypothalamus
uterine myometrium
joint
aortic valve
heart muscle (myocardium, cardiac muscle)
amygdala
peripheral blood CD4 memory T-cell
basal epidermis cell
adrenal gland cortex (adrenal cortex)
thalamus (dorsal thalamus)
cumulus cell
temporal lobe
gluteal subcutaneous adipose tissue (glutSAT)
spinal cord
bronchial smooth muscle cell
rectus abdominus muscle
peripheral blood CD4 regulatory T-cell
peripheral blood CD4 central memory T-cell
retina
artery
medulla oblongata
colorectum
trigeminal ganglion
urethra
oocyte
plasmacytoid dendritic cell
suprabasal epidermis cell
aorta
thyroid gland
colon polyp
synovium (synovial membrane)
activated CD4 T-cell
lymph node CD4+ T-cell
uterus
renal (kidney) medulla
colonic epithelium cell (colonocyte)
scalp
bone marrow erythroblast
macrophage
bone marrow myeloid cell
spinal ganglion (dorsal root ganglion)
prostate (prostate gland)
cerebellum
diencephalon
bone marrow CD4 T-cell
left internal mammary artery
renal (kidney) cortex
middle temporal gyrus (Brodmann area 21)
deltoid muscle
uterine endometrium
ovarian (surface) epithelium cell
omental adipose tissue
chorion villus
uterine endometrium stroma cell
kidney
occipital lobe
polychromatophilic normoblast (intermediate erythroblast)
pulmonary (lung) myofibroblast
nasal epithelium cell
erythroid progenitor cell
peripheral blood CD4 T-large granular lymphocyte
lower lobe small airway epithelial cell
pancreatic duct (duct of Wirsung)
tumor derived oligodendrocyte progenitor cell
aortic root wall
seminal vesicle
embryo
placenta
prefrontal cortex
hepatocyte
testis (male gonad)
cerebral cortex (neopallium)
dendritic cell
amniotic fluid
urinary bladder stromal fibromuscular cell
breast (mammary gland)
parietal lobe
heart right ventricle
tracheal epithelium cell
bone marrow derived mesenchymal stem cell
pituitary gland (hypophysis)
internal mammary artery wall
choroid
caudate nucleus
oral mucosa (unspecified)
sigmoid colonic mucosa
bone marrow plasma cell
hair follicle keratinocyte
pulmonary (lung) fibroblast
biceps femoris muscle
diaphragm muscle
aortic (vascular) smooth muscle cell
satellite cell derived myotube
dermal fibroblast
upper lobe small airway epithelial cell
retinal pigment epithelium
satellite cell derived myoblast
synovial fluid
vastus lateralis muscle
bone marrow stromal cell
heart left ventricle
peripheral blood helper (CD4 effector) T-cell
memory B-cell
umbilical vein endothelium cell
bronchiolar (small airway) epithelium cell
dermal papilla
dermal papilla cell
hepatic artery endothelium cell
fetal retina pigment epithelium cell
frontal lobe
cerebral white matter astrocyte
alveolar macrophage
breast (mammary gland) stroma cell
epidermal Langerhans cell
neonatal foreskin derived fibroblast
subcutaneous abdominal adipose tissue (SAAT)
umbilical cord naive B-cell
umbilical cord blood neutrophil granulocyte
pancreatic islet cell
pulmonary vein endothelium cell
esophagus (oesophagus)
prostatic stroma fibromuscular cell
osteoblast
neuron
pancreatic islet (islet of Langerhans)
right ventricle interventricular septum
epidermal keratinocyte
iliac artery endothelium cell
umbilical artery endothelium cell
substantia nigra
conjunctiva
iliac vein endothelium cell
cornea
chondrogenic progenitor cell
breast (mammary gland) epithelium cell
genu
aortic endothelium cell
brain (encephalon)
epidermis
posterior superior temporal gyrus (Brodmann area 22)
internal (medial) globus pallidus
fetal retina pigment epithelium
dermal lymphatic microvessel endothelium cell
microvascular endothelium cell
immature (transitional) B-cell
corneal limbus
umbilical cord immature (transitional) B-cell
synovial fibroblast
hepatic vein endothelium cell
bone marrow polymorphonuclear cell (PMN)
myeloid dendritic cell
urinary bladder urothelium (epithelium) cell
naive B-cell
trabecular meshwork cell
epididymal cauda
frontal pole
mesenchymal stem cell derived adipocyte
Brodmann area 46
epididymal caput
epididymal corpus
buccal epithelium organotypic model
tonsillar germinal center B-cell
quadriceps femoris muscle
renal tubulointerstitium
basal ganglia
Brodmann area 10
gingival epithelium organotypic model
chondrocyte
fast-twitch muscle fiber
entorhinal cortex
slow-twitch muscle fiber
iris microvascular endothelium cell
choroid microvessel endothelium cell
astrocyte (unspecified)
pulmonary microvessel endothelium cell
hippocampus
glomerulus
cortical oligodendrocyte progenitor cell
retina microvessel endothelium cell
cerebral white matter
fetal oligodendrocyte progenitor cell
medial rectus muscle
osteoblast like cell
pulmonary artery endothelium cell
coronary artery endothelium cell
fetal retina
superior frontal gyrus
cuboidal alveolar type 2 cell (AT2)
postcentral gyrus
dental pulp stem cell
lateral rectus muscle
cerebral white matter oligodendrocyte progenitor cell
associative striatum
metamyelocyte
cardiomyocyte (heart muscle cell)
common myeloid progenitor (CMP) cell
tonsillar centroblast
early promyelocyte
bronchial (primary, main stem) epithelium cell
band cell
cerebral white matter microglia cell
bronchial organotypic tissue culture
tonsillar centrocyte
multipotent progenitor (MPP) cell
skeletal muscle derived mesoangioblast
nasal organotypic tissue culture
myelocyte
granulocyte-macrophage progenitor (GMP) cell
megakaryocyte-erythroid progenitor (MEP) cell
late promyelocyte
cortical astrocyte
bronchial epithelium cell 3D culture
blood outgrowth endothelial cell
anergic B-cell
tumor derived astrocyte
skeletal muscle myoblast
activated memory B-cell
tonsillar naive B-cell
tonsillar memory B-cell
tonsillar plasmablast

6 7 8 9 1 0 1 1 1 2 1 3 1 4 1 5 1 6

LOW MEDIUM (=IQR) HIGH

Level of expression

CD8B

Showing 1 measure(s) of 1 gene(s) on selection: HS-15
394 anatomical parts from data selection: HS_AFFY_U133PLUS_2-15Dataset:

created with GENEVESTIGATOR

N) CD8+ T cells



6 7 8 9 1 0 1 1 1 2 1 3 1 4 1 5 1 6 1 7 1 8 1 9

# of samples

3
1 5
2 0

5
3 5

4
1 5
1 3

2
4

1 2
6
6

1 5
7

1 8
1 6
2 8
9 4

1
3 5

7
2320

250
6
5
4

141
2850

179
8 6
1 9

6
9
7
1
7

157
5
8

6 0
2 1

3
1 9

8
231

7
7

1 0
153

8
416

1 2
3 5
8 4

3
2 6

6
130

5
3
5
2
5
6

1 4
8 4
5 1

4
5

3 5
2 1

6
3 9

8
154

4 6
3 2

2
6 4

6
5

1 8
3 0
4 2

5
8
6
1
1
3
5

1 2
165

1 1
2 1
3 0

1
4

191
6 9
1 3
1 5

150
489

3
6 9

3
4

1 9
254

6
4
3

1117
1 1

1
1

3 7
1 1

535
8
8
4

1 6
7 0

4
4 0

1
5

6 2
8
8
9
3
5
1

142
6

1 4
8
5
8
2

8 9
401
117

7 1
618

3 9
3 8
5 0
1 5

3
8

4 7
4 0

3
1 0

7
3
2
4
4

4 0
3 2

3
4
5

2 7
9
2

1253
2 4
1 0

4
1 6
6 5
9 9
5 3

1
6

323
2 0
1 1

4
3 7

3
2 8
2 7
2 8

2
3 4
3 3
2 8
1 7

8
3 6

3
4
3

132
4 8

3
3 3
1 8
2 5

4
3 6

1
1 7
1 5
1 4
4 3

1
4
2

1 0
1 6

7
1

4 0
1 8

7
1 0
1 7

6
1 6

4
2 7
1 9
1 5
6 4
1 0

8
514

6
1 2

7
6

7 4
6 8
2 7

1
8 1
1 8

1580
6

4 2
1 4
1 2
3 6

101
8

1 8
6 2

6
2
3

122
1 6
5 8
1 7
1 0

1
8 7
4 4

9
2 3

6
2202

1 2
1 1
1 8
1 0
1 8
4 9
2 9
1 5
3 7
1 8

7
4
3

3 8
1 6
1 6

6
1 3

9
4 4
6 4
4 0

3
3 6
1 2
3 1
1 2
5 4
1 0
4 8

6
4

1 3
1 1

4
1 2
1 2
8 1
3 7
2 7
2 1

3
1 8
4 2
6 9

3
6
2

112
2

1 3
105

3
6 7

128
5 1

3
6
9
2
5

9 0
3

133
1 3
5 5

2
1 5

6
3

1 4
3
2
2
9

7 0
1

7 4
3
3
3

165
3 6
2 1
3 4
2 4

3
1 8
6 9

2
7
9
1
6
4

6 8
6 6
1 2

6
6
2
2

641
6

1 0
1 2

6
6
2

2 5
7
3

1 2
2

1 2
1 7

3
5 8

3
6 0
6 0

118
2

Homo sapiens (394)
germinal center B-cell
naive B-cell
memory B-cell
anergic B-cell
B-cell
umbilical cord immature (transitional) B-cell
tonsillar centrocyte
tonsillar B-cell
umbilical cord naive B-cell
immature (transitional) B-cell
tonsillar germinal center B-cell
tonsillar naive B-cell
tonsillar memory B-cell
tonsillar centroblast
tonsil
activated memory B-cell
spleen
platelet (thrombocyte)
inguinal lymph node
vein
lymphocyte
tonsillar plasmablast
peripheral blood mononuclear cell
peripheral blood lymphocyte
nasopharynx (epipharynx)
plasma cell
nasopharyngeal (epipharyngeal) epithelium
monocyte derived macrophage
blood
leukocyte
cerebrospinal fluid cell
bone marrow mononuclear cell
tonsillar CD8 activated T-cell
lymph node
tonsillar CD4 T-cell
gall bladder
tonsillar CD8 T-cell
peripheral blood leukocyte
tonsillar CD30 T-cell
tumor derived CD8+ T-cell
tarsal conjunctiva
synovial fluid mononuclear cell
thymus
liver-infiltrating lymphocyte
ascending colon
rectum
bone marrow CD4 T-cell
ovarian granulosa cell
lymph node CD4+ T-cell
bone marrow
tonsillar T-cell
colon
labial salivary gland
ascending colonic mucosa
colonic mucosa
transverse colon
tumor derived CD4+ T-cell
bronchus (primary, main stem)
peripheral blood CD4 naive T-cell
tonsillar natural killer cell
CD4 single positive thymocyte
peripheral blood natural killer T-cell
caecum (cecum)
tonsillar activated T-cell (unspecified)
large intestine
minor salivary gland
descending colonic mucosa
peripheral blood CD8 T-cell
colorectum
tonsillar CD4 activated T-cell
sural nerve
bone marrow endothelium progenitor cell
bone marrow hematopoietic stem cell
rectosigmoid colonic mucosa
stomach fundus
sigmoid colonic mucosa
stomach
peripheral blood T-cell
bone marrow cell
mediastinal adipose tissue (MAT, intrathoracic adipose tissue)
stomach cardia
tonsillar CD4 regulatory T-cell
transiliac crest core
sigmoid colon
ileum
tonsillar CD8 resting T-cell
pyloric antrum
descending colon
artery
resting CD4 T-cell
bone marrow myeloid cell
tonsillar CD4 resting T-cell
tongue squamous epithelium cell
neutrophil granulocyte
peripheral blood CD4 T-large granular lymphocyte
thyroid gland
bone marrow plasma cell
resting CD8 T-cell
thrombus derived leukocyte
synovium (synovial membrane)
peripheral blood CD4 memory T-cell
plasmacytoid dendritic cell
adipose tissue (fat)
peripheral blood CD4 T-cell
lung
small intestine
gluteal subcutaneous adipose tissue (glutSAT)
reticular dermis cell
gingiva
tongue
monocyte
prostatic stroma cell
myeloid dendritic cell
colony-forming unit-erythroid (CFU-E)
kidney
peripheral blood CD4 effector memory T-cell
activated CD4 T-cell
peripheral blood CD8 resting T-cell
duodenum
colon polyp
liver
trachea
nipple
urinary bladder
natural killer cell
pancreas
peripheral blood CD8 activated T-cell
colonic epithelium cell (colonocyte)
activated CD8 T-cell
peripheral blood CD4 resting T-cell
peripheral blood CD4 regulatory T-cell
ovarian stroma cell
heart atrium
peripheral blood CD4 naive regulatory T-cell
double positive thymocyte
prostatic stroma fibromuscular cell
lateral rectus muscle
monocyte derived dendritic cell
penis
dendritic cell
pharyngeal mucosa
tonsillar resting T-cell (unspecified)
vagina
urinary bladder stromal fibromuscular cell
granulocyte (polymorphonuclear leukocyte)
subcutaneous adipose tissue (SAT)
nasal epithelium
macrophage
subcutaneous abdominal adipose tissue (SAAT)
peripheral blood CD4 activated T-cell
saliva
biceps brachii
peripheral blood CD4 central memory T-cell
peripheral blood CD8 effector memory T-cell
urethra
biceps femoris muscle
prostate (prostate gland)
joint
salivary gland
medial rectus muscle
bone marrow erythroblast
pons
polychromatophilic normoblast (intermediate erythroblast)
peripheral blood CD8 effector memory RA T-cell
heart left atrial appendage
genu
epidermal melanocyte
proerythroblast
granulocyte-macrophage progenitor (GMP) cell
vulva
growth plate
resting T-cell (unspecified)
skin
basal ganglia
colonic gland (crypt)
peripheral blood CD8 central memory T-cell
trigeminal ganglion
ovarian (surface) epithelium cell
renal tubulointerstitium
umbilical cord
cerebral hemisphere
coronary artery
breast (mammary gland)
tumor derived oligodendrocyte progenitor cell
upper lobe small airway epithelial cell
aorta
slow-twitch muscle fiber
basal epidermis cell
pyramidal neuron (hippocampus)
pyramidal neuron (posterior cingulate)
large stellate neuron (entorhinal cortex)
uterus
pyramidal neuron (primary visual cortex)
pyramidal neuron (middle temporal gyrus)
cerebral white matter
aortic valve
uterine cervix
pyramidal neuron (superior frontal gyrus)
suprabasal epidermis cell
peripheral blood CD8 naive T-cell
bone marrow polymorphonuclear cell (PMN)
heart left ventricle
quadriceps femoris muscle
oocyte
fast-twitch muscle fiber
thalamus (dorsal thalamus)
heart right atrial appendage
orthochromatophilic normoblast (late erythroblast)
retina
seminal vesicle
deltoid muscle
renal (kidney) cortex
globus pallidus
placenta
choroid
hepatic myofibroblast
heart
skeletal muscle
amygdala
eosinophil granulocyte
tumor derived astrocyte
omental adipose tissue
corpus callosum
pars compacta
diaphragm muscle
spinal cord
umbilical cord blood neutrophil granulocyte
spinal ganglion (dorsal root ganglion)
lateral thalamic nucleus
accumbens nucleus
nasal epithelium cell
midbrain (mesencephalon)
frontal lobe
medulla oblongata
jejunum
bronchiolar (small airway) epithelium cell
heart ventricle
peripheral blood CD4 memory regulatory T-cell
pars reticulata
saphenous vein
glomerulus
heart muscle (myocardium, cardiac muscle)
putamen
diencephalon
alveolar macrophage
subthalamic nucleus
vastus lateralis muscle
pancreatic duct (duct of Wirsung)
peripheral blood helper (CD4 effector) T-cell
superior vestibular nucleus
left internal mammary artery
adrenal gland cortex (adrenal cortex)
prefrontal cortex
renal (kidney) medulla
amniocyte
large airway epithelium cell
pulmonary microvessel endothelium cell
activated T-cell (unspecified)
oviduct (fallopian tube)
uterine endometrium
ventral tegmental area
uterine myometrium
temporal lobe
peripheral blood tumor specific CD8 effector T-cell
vermis
oral mucosa (unspecified)
esophagus (oesophagus)
ovary (female gonad)
cerebral cortex (neopallium)
bronchial smooth muscle cell
hepatocyte
chorion villus
lower lobe small airway epithelial cell
occipital lobe
testis (male gonad)
embryo
cerebellum
parietal lobe
hypothalamus
cumulus cell
breast (mammary gland) stroma cell
cerebral white matter astrocyte
band cell
conjunctival epithelium cell
aortic root wall
heart right ventricle
bone marrow stromal cell
adrenal gland
caudate nucleus
amniotic fluid
tracheal epithelium cell
rectus abdominus muscle
internal mammary artery wall
metamyelocyte
scalp
dermal papilla cell
middle temporal gyrus (Brodmann area 21)
erythroid progenitor cell
brain (encephalon)
tumor derived T-cell
pulmonary (lung) myofibroblast
neuron
conjunctival epithelium cell (sp.)
uterine endometrium stroma cell
satellite cell derived myotube
cerebral white matter oligodendrocyte progenitor cell
chorion villus cell
satellite cell derived myoblast
right ventricle interventricular septum
pancreatic islet cell
pulmonary artery endothelium cell
pituitary gland (hypophysis)
epididymal cauda
internal (medial) globus pallidus
posterior superior temporal gyrus (Brodmann area 22)
bone marrow derived mesenchymal stem cell
dermal papilla
aortic (vascular) smooth muscle cell
retinal pigment epithelium
Brodmann area 46
myelocyte
epidermal Langerhans cell
coronary artery smooth muscle cell
epididymal corpus
substantia nigra
dermal fibroblast
Brodmann area 10
frontal pole
dental pulp stem cell
astrocyte (unspecified)
iliac artery endothelium cell
cerebral white matter microglia cell
pancreatic islet (islet of Langerhans)
hepatic vein endothelium cell
umbilical vein endothelium cell
dermal lymphatic microvessel endothelium cell
breast (mammary gland) epithelium cell
aortic endothelium cell
blood outgrowth endothelial cell
hair follicle keratinocyte
hepatic artery endothelium cell
osteoblast
early promyelocyte
megakaryocyte-erythroid progenitor (MEP) cell
pulmonary vein endothelium cell
umbilical artery endothelium cell
entorhinal cortex
synovial fluid
synovial fibroblast
late promyelocyte
epididymal caput
cortical oligodendrocyte progenitor cell
hippocampus
gingival epithelium organotypic model
osteoblast like cell
buccal epithelium organotypic model
mesenchymal stem cell derived adipocyte
common myeloid progenitor (CMP) cell
pulmonary (lung) fibroblast
associative striatum
iliac vein endothelium cell
conjunctiva
ileal epithelium cell
multipotent progenitor (MPP) cell
cornea
corneal limbus
superior frontal gyrus
postcentral gyrus
fetal retina pigment epithelium cell
fetal retina pigment epithelium
microvascular endothelium cell
chondrocyte
neonatal foreskin derived fibroblast
bronchial (primary, main stem) epithelium cell
peripheral blood CD4 stem cell memory T-cell
fetal oligodendrocyte progenitor cell
fetal retina
cuboidal alveolar type 2 cell (AT2)
chondrogenic progenitor cell
cortical astrocyte
epidermal keratinocyte
cardiomyocyte (heart muscle cell)
retina microvessel endothelium cell
trabecular meshwork cell
iris microvascular endothelium cell
urinary bladder urothelium (epithelium) cell
coronary artery endothelium cell
choroid microvessel endothelium cell
epidermis
skeletal muscle derived mesoangioblast
nasal organotypic tissue culture
bronchial organotypic tissue culture
bronchial epithelium cell 3D culture
skeletal muscle myoblast

6 7 8 9 1 0 1 1 1 2 1 3 1 4 1 5 1 6 1 7 1 8 1 9

LOW MEDIUM (=IQR) HIGH

Level of expression

MS4A1

Showing 1 measure(s) of 1 gene(s) on selection: HS-17
394 anatomical parts from data selection: HS_AFFY_U133PLUS_2-17Dataset:

created with GENEVESTIGATOR

O) B Cells



6 7 8 9 1 0 1 1 1 2 1 3 1 4 1 5 1 6

# of samples

1 0
3 4

3
3 6

112
2 7
3 3

535
1 2
1 3

101
2 8
1 8

2202
7

4 0
4

6 6
5 4
6 8
1 8
2 9

4
6 4
5 1
1 7

1
4 2
3 6

1
3 1

3
1 8

641
7 0
2 3
2 0
3 8
2 1
8 6
6 7

7
1 9
3 2
1 6

165
3
7

1 5
2 8
4 9

5
1253

2 1
7
3

3 0
1 4
2 1
1 0
1 6

2
250

2 8
9

1 3
1 2

2320
2 5
6 2
1 4

5
3 5

2
3

1 7
1

2 7
2 7

2
4 2
2 6
5 0

8
1 8

2
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1 0
2 1

2
6
3
5
6
3
5
3
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3 5
1 2

157
1 0

5
3
1

9 4
6 9

5
1
5
4
3
5

4 6
1 5
1 0
3 7

4
8
5
8

2 7
4

254
7
1
3

323
1 3

3
8

3 3
150

1 6
401

8
1 8

122
3 7

5
2

6 0
6

1 0
1 6

3
1 6

8
1
7

1 0
1580

1 4
6 8

5
3 2
1 0

1
1 2

9
1 9

9
1 7
1 8

153
8

2 4
130

1
1 3
4 7
5 1

2
1 6

6
142
132
179

3
5 8

2
8
4
3
9
1
6
1
7

1 9
4

1 7
3
4
5

8 4
6
8
4
3

8 4
2
8
6

8 1
3

4 0
1

2 8
1 5
1 1

8
3 5

4
3
3
1
8

2 1
4 2
3 0
7 1
1 1
5 8
6 9

5
6

1 0
6
2
2

1 5
4
4
4
3
3

1 6
6
8
2

1 2
5 3

6
6 5

6
6

4 8
3 5

3
2
8
2

1 1
128

9
4 0
3 6

4
1 8
1 5
3 6
4 3
6 9
1 1
1 2

3
5
1

1 9
165

1 2
1 5
1 4
1 8
1 4

7
3

514
1 3

6
1 2

4
4 4
8 7

3
6

416
2

4 4
8

6 4
6

1 2
6 2

2
9
4
4
2

1 2
3 9
1 2
6 9
5 5
1 5
6 0

1117
4 8

133
3 7

618
1 2

7
4
6

1 1
2

117
4

1 3
2 0

6
1 1
8 1

3
3
6

8 9
9 0
1 6

4
2

1 5
3
6

3 7
1 8

3
489

1 8
3 4

5
6 4

3
6 0

105
1 2
2 7

191
7 4
1 0
2 4

6
3 6
7 0

1
2

3 9
4
6
6
3

3 8
9 9

7
154

6
4

118
1 8

9
4 0

6
1
6

7 4
3
1

1 5
6
2
6
3

1 7
2 5

6
4 0
1 2

7
9

231
7

Homo sapiens (394)
fetal oligodendrocyte progenitor cell
pyramidal neuron (primary visual cortex)
frontal pole
pyramidal neuron (superior frontal gyrus)
Brodmann area 46
pyramidal neuron (posterior cingulate)
pyramidal neuron (middle temporal gyrus)
liver
fetal retina
plasmacytoid dendritic cell
prefrontal cortex
large stellate neuron (entorhinal cortex)
occipital lobe
hepatocyte
cerebral white matter astrocyte
prostate (prostate gland)
cerebral white matter oligodendrocyte progenitor cell
postcentral gyrus
brain (encephalon)
superior frontal gyrus
embryo
parietal lobe
lateral thalamic nucleus
frontal lobe
Brodmann area 10
temporal lobe
seminal vesicle
posterior superior temporal gyrus (Brodmann area 22)
retina
diencephalon
middle temporal gyrus (Brodmann area 21)
cortical oligodendrocyte progenitor cell
thalamus (dorsal thalamus)
bronchial (primary, main stem) epithelium cell
entorhinal cortex
cerebral cortex (neopallium)
tumor derived oligodendrocyte progenitor cell
saliva
thyroid gland
cerebrospinal fluid cell
substantia nigra
pars compacta
liver-infiltrating lymphocyte
genu
amygdala
hippocampus
oocyte
pars reticulata
hypothalamus
pyramidal neuron (hippocampus)
cerebellum
prostatic stroma fibromuscular cell
skin
synovial fluid mononuclear cell
tonsillar CD4 T-cell
CD4 single positive thymocyte
bone marrow plasma cell
superior vestibular nucleus
bone marrow endothelium progenitor cell
medulla oblongata
ventral tegmental area
cortical astrocyte
peripheral blood lymphocyte
platelet (thrombocyte)
amniotic fluid
caudate nucleus
tongue squamous epithelium cell
peripheral blood mononuclear cell
epidermal keratinocyte
peripheral blood CD4 regulatory T-cell
globus pallidus
tonsillar activated T-cell (unspecified)
sural nerve
bone marrow cell
early promyelocyte
aortic valve
vermis
accumbens nucleus
vulva
umbilical cord naive B-cell
peripheral blood helper (CD4 effector) T-cell
tumor derived CD4+ T-cell
biceps brachii
tumor derived CD8+ T-cell
subthalamic nucleus
myelocyte
tonsillar CD8 T-cell
diaphragm muscle
pituitary gland (hypophysis)
neonatal foreskin derived fibroblast
bone marrow hematopoietic stem cell
bone marrow myeloid cell
plasma cell
tonsillar CD8 activated T-cell
suprabasal epidermis cell
tonsillar CD8 resting T-cell
epidermal melanocyte
blood
monocyte derived macrophage
lymphocyte
erythroid progenitor cell
peripheral blood leukocyte
tumor derived T-cell
tonsillar CD4 regulatory T-cell
reticular dermis cell
cerebral hemisphere
inguinal lymph node
associative striatum
peripheral blood natural killer T-cell
peripheral blood CD8 resting T-cell
granulocyte-macrophage progenitor (GMP) cell
umbilical cord immature (transitional) B-cell
bone marrow erythroblast
tonsillar natural killer cell
stomach
midbrain (mesencephalon)
testis (male gonad)
slow-twitch muscle fiber
immature (transitional) B-cell
ovarian stroma cell
tonsillar CD4 activated T-cell
nipple
putamen
hepatic myofibroblast
monocyte
medial rectus muscle
resting CD4 T-cell
late promyelocyte
breast (mammary gland)
epidermal Langerhans cell
germinal center B-cell
tonsillar T-cell
fast-twitch muscle fiber
peripheral blood CD4 T-cell
spinal ganglion (dorsal root ganglion)
subcutaneous adipose tissue (SAT)
stomach fundus
internal (medial) globus pallidus
uterine endometrium
duodenum
tonsillar CD4 resting T-cell
caecum (cecum)
nasal organotypic tissue culture
stomach cardia
lymph node CD4+ T-cell
trigeminal ganglion
basal epidermis cell
natural killer cell
pyloric antrum
activated CD8 T-cell
eosinophil granulocyte
salivary gland
vastus lateralis muscle
dendritic cell
heart muscle (myocardium, cardiac muscle)
tonsillar CD30 T-cell
peripheral blood T-cell
skeletal muscle
lateral rectus muscle
tonsillar germinal center B-cell
peripheral blood CD4 naive regulatory T-cell
nasal epithelium cell
lymph node
spinal cord
corpus callosum
bone marrow
urethra
basal ganglia
peripheral blood CD4 naive T-cell
multipotent progenitor (MPP) cell
tonsillar B-cell
biceps femoris muscle
peripheral blood CD8 T-cell
resting T-cell (unspecified)
heart right ventricle
large intestine
monocyte derived dendritic cell
heart left ventricle
leukocyte
small intestine
epidermis
pons
renal (kidney) medulla
thrombus derived leukocyte
double positive thymocyte
growth plate
artery
coronary artery
activated CD4 T-cell
tonsil
tongue
aorta
deltoid muscle
bone marrow polymorphonuclear cell (PMN)
myeloid dendritic cell
tonsillar resting T-cell (unspecified)
colonic mucosa
heart ventricle
pharyngeal mucosa
orthochromatophilic normoblast (late erythroblast)
joint
descending colonic mucosa
activated T-cell (unspecified)
heart atrium
peripheral blood CD4 stem cell memory T-cell
right ventricle interventricular septum
conjunctival epithelium cell
colonic epithelium cell (colonocyte)
resting CD8 T-cell
cerebral white matter
adipose tissue (fat)
peripheral blood CD4 T-large granular lymphocyte
ascending colon
ascending colonic mucosa
urinary bladder
thymus
transverse colon
vein
vagina
osteoblast like cell
i leum
sigmoid colon
macrophage
peripheral blood CD4 effector memory T-cell
uterine myometrium
gluteal subcutaneous adipose tissue (glutSAT)
peripheral blood CD4 resting T-cell
umbilical cord blood neutrophil granulocyte
colonic gland (crypt)
descending colon
retinal pigment epithelium
heart
tonsillar centrocyte
conjunctival epithelium cell (sp.)
polychromatophilic normoblast (intermediate erythroblast)
proerythroblast
dermal papilla
oviduct (fallopian tube)
spleen
fetal retina pigment epithelium
trachea
iliac artery endothelium cell
chorion villus
umbilical cord
bronchial smooth muscle cell
ovarian (surface) epithelium cell
bronchus (primary, main stem)
penis
quadriceps femoris muscle
B-cell
choroid microvessel endothelium cell
pulmonary vein endothelium cell
uterine cervix
iris microvascular endothelium cell
satellite cell derived myotube
dermal fibroblast
ovary (female gonad)
omental adipose tissue
scalp
band cell
transiliac crest core
naive B-cell
adrenal gland cortex (adrenal cortex)
placenta
bone marrow derived mesenchymal stem cell
colon polyp
urinary bladder urothelium (epithelium) cell
colony-forming unit-erythroid (CFU-E)
cerebral white matter microglia cell
gall bladder
bone marrow mononuclear cell
neutrophil granulocyte
peripheral blood CD4 memory regulatory T-cell
peripheral blood CD4 central memory T-cell
osteoblast
amniocyte
minor salivary gland
bone marrow CD4 T-cell
retina microvessel endothelium cell
bronchiolar (small airway) epithelium cell
uterine endometrium stroma cell
pulmonary microvessel endothelium cell
labial salivary gland
peripheral blood CD8 central memory T-cell
esophagus (oesophagus)
oral mucosa (unspecified)
metamyelocyte
saphenous vein
colon
chondrocyte
tracheal epithelium cell
jejunum
rectus abdominus muscle
chondrogenic progenitor cell
dermal papilla cell
large airway epithelium cell
aortic endothelium cell
umbilical artery endothelium cell
colorectum
gingiva
iliac vein endothelium cell
satellite cell derived myoblast
peripheral blood CD4 activated T-cell
left internal mammary artery
peripheral blood CD4 memory T-cell
breast (mammary gland) epithelium cell
renal (kidney) cortex
tarsal conjunctiva
kidney
pulmonary (lung) myofibroblast
umbilical vein endothelium cell
cumulus cell
subcutaneous abdominal adipose tissue (SAAT)
chorion villus cell
ovarian granulosa cell
peripheral blood CD8 activated T-cell
adrenal gland
lower lobe small airway epithelial cell
urinary bladder stromal fibromuscular cell
nasal epithelium
peripheral blood CD8 naive T-cell
dermal lymphatic microvessel endothelium cell
memory B-cell
pancreatic duct (duct of Wirsung)
upper lobe small airway epithelial cell
alveolar macrophage
hepatic artery endothelium cell
epididymal caput
prostatic stroma cell
granulocyte (polymorphonuclear leukocyte)
pancreatic islet (islet of Langerhans)
bone marrow stromal cell
peripheral blood CD8 effector memory RA T-cell
uterus
tonsillar centroblast
epididymal corpus
hair follicle keratinocyte
pancreatic islet cell
activated memory B-cell
peripheral blood CD8 effector memory T-cell
lung
breast (mammary gland) stroma cell
buccal epithelium organotypic model
anergic B-cell
mediastinal adipose tissue (MAT, intrathoracic adipose tissue)
hepatic vein endothelium cell
bronchial organotypic tissue culture
coronary artery smooth muscle cell
fetal retina pigment epithelium cell
pulmonary artery endothelium cell
synovium (synovial membrane)
synovial fibroblast
peripheral blood tumor specific CD8 effector T-cell
mesenchymal stem cell derived adipocyte
aortic (vascular) smooth muscle cell
gingival epithelium organotypic model
pancreas
choroid
megakaryocyte-erythroid progenitor (MEP) cell
rectosigmoid colonic mucosa
corneal limbus
microvascular endothelium cell
neuron
common myeloid progenitor (CMP) cell
aortic root wall
renal tubulointerstitium
conjunctiva
sigmoid colonic mucosa
nasopharynx (epipharynx)
nasopharyngeal (epipharyngeal) epithelium
bronchial epithelium cell 3D culture
pulmonary (lung) fibroblast
astrocyte (unspecified)
internal mammary artery wall
cuboidal alveolar type 2 cell (AT2)
tumor derived astrocyte
cornea
glomerulus
epididymal cauda
synovial fluid
blood outgrowth endothelial cell
dental pulp stem cell
skeletal muscle myoblast
tonsillar naive B-cell
skeletal muscle derived mesoangioblast
coronary artery endothelium cell
heart right atrial appendage
tonsillar memory B-cell
heart left atrial appendage
trabecular meshwork cell
cardiomyocyte (heart muscle cell)
ileal epithelium cell
rectum
tonsillar plasmablast
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Level of expression
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Showing 1 measure(s) of 1 gene(s) on selection: HS-18
394 anatomical parts from data selection: HS_AFFY_U133PLUS_2-18Dataset:

created with GENEVESTIGATOR

P) Plasmacytoid Dendritic Cells
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6
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6
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6
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4
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7
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5
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7
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1
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1
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3
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8
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4
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8
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6
1 0

4
1
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6
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5
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7
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9
6

1 0
8

1 5
1 6
3 7

9
4 6
1 8

9
4 0

3
1
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8
8
3

2 8
2 9

1
8

5 4
2 1
7 0
4 3

3
6 5

1
6
6
4
8
1

7 1
117

2 3
6

3 9
1 1
2 5

1
2 8

5
9

1 6
2
3

1 8
7 0

4
4 0
6 4
8 1

3
1 8
3 0
4 2
4 8

416
6
2
5

5 0
6 9

2
4 0

8
4
5
1

1 3
3

3 9
2 1

1580
2
3

1 1
323

3 2
2 7
2 8
3 6

1
6 7
1 3
8 4
3 6
3 1
3 4
8 1

6
2 5

5
4 4
1 6
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4
5
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3
1
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6
3 7
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4

1 7
5
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3
5

4 9
6 2
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3
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6
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5
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3
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3 6
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2
6

2 1
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6
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6 9
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4
1
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7
6
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6 2
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3
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3
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1
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6 0
7
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3

4 4
8

7 4
8 7

3
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3
6 9

2
1 1
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4 7

2
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7
3
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1 5
6

2 0
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4
3 4
1 8
3 6
6 0
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6 0

2
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Homo sapiens (394)
eosinophil granulocyte
fetal retina pigment epithelium cell
neutrophil granulocyte
granulocyte (polymorphonuclear leukocyte)
fetal retina pigment epithelium
chorion villus
neuron
retinal pigment epithelium
bone marrow cell
bone marrow mononuclear cell
peripheral blood leukocyte
blood
leukocyte
umbilical cord blood neutrophil granulocyte
uterus
thrombus derived leukocyte
bone marrow
oocyte
peripheral blood lymphocyte
bone marrow erythroblast
resting T-cell (unspecified)
transiliac crest core
heart ventricle
peripheral blood CD8 effector memory T-cell
activated T-cell (unspecified)
bone marrow plasma cell
tonsillar resting T-cell (unspecified)
labial salivary gland
dental pulp stem cell
nasopharynx (epipharynx)
bone marrow myeloid cell
pulmonary microvessel endothelium cell
peripheral blood CD8 naive T-cell
umbilical cord
nasopharyngeal (epipharyngeal) epithelium
peripheral blood CD8 central memory T-cell
salivary gland
basal ganglia
stomach cardia
heart left ventricle
coronary artery
heart atrium
skeletal muscle
heart muscle (myocardium, cardiac muscle)
large intestine
saliva
subthalamic nucleus
midbrain (mesencephalon)
peripheral blood CD8 effector memory RA T-cell
minor salivary gland
lateral thalamic nucleus
pars reticulata
ventral tegmental area
pars compacta
oviduct (fallopian tube)
adipose tissue (fat)
tonsillar activated T-cell (unspecified)
globus pallidus
heart
mesenchymal stem cell derived adipocyte
cerebral white matter astrocyte
superior vestibular nucleus
putamen
Brodmann area 10
spinal cord
accumbens nucleus
spinal ganglion (dorsal root ganglion)
cerebral hemisphere
pyloric antrum
temporal lobe
hypothalamus
trigeminal ganglion
activated CD8 T-cell
posterior superior temporal gyrus (Brodmann area 22)
coronary artery smooth muscle cell
small intestine
amygdala
thalamus (dorsal thalamus)
frontal lobe
pharyngeal mucosa
tongue
uterine endometrium stroma cell
orthochromatophilic normoblast (late erythroblast)
cerebral white matter
renal (kidney) medulla
monocyte derived dendritic cell
bronchus (primary, main stem)
testis (male gonad)
aorta
vermis
tonsil
dendritic cell
saphenous vein
prefrontal cortex
aortic valve
corpus callosum
peripheral blood CD4 resting T-cell
pituitary gland (hypophysis)
uterine myometrium
natural killer cell
ovarian granulosa cell
stomach fundus
trachea
ileal epithelium cell
adrenal gland
medulla oblongata
uterine cervix
renal (kidney) cortex
heart right ventricle
duodenum
growth plate
stomach
occipital lobe
lymph node
prostate (prostate gland)
joint
choroid
uterine endometrium
nipple
vagina
bone marrow polymorphonuclear cell (PMN)
large stellate neuron (entorhinal cortex)
parietal lobe
activated CD4 T-cell
jejunum
brain (encephalon)
thyroid gland
pancreas
placenta
epididymal caput
ovarian (surface) epithelium cell
resting CD4 T-cell
penis
chondrogenic progenitor cell
polychromatophilic normoblast (intermediate erythroblast)
urethra
synovial fluid
macrophage
nasal epithelium
cerebral cortex (neopallium)
descending colon
peripheral blood CD4 activated T-cell
peripheral blood CD4 T-large granular lymphocyte
epidermal keratinocyte
resting CD8 T-cell
platelet (thrombocyte)
tonsillar natural killer cell
ovary (female gonad)
spleen
chondrocyte
epidermal melanocyte
embryo
entorhinal cortex
proerythroblast
colonic epithelium cell (colonocyte)
rectus abdominus muscle
right ventricle interventricular septum
colony-forming unit-erythroid (CFU-E)
amniocyte
sigmoid colon
ileum
pulmonary (lung) myofibroblast
colon
bronchial smooth muscle cell
pons
plasma cell
biceps brachii
bone marrow derived mesenchymal stem cell
pulmonary vein endothelium cell
heart left atrial appendage
ascending colon
colorectum
tonsillar CD8 resting T-cell
peripheral blood CD8 resting T-cell
caudate nucleus
thymus
rectosigmoid colonic mucosa
osteoblast like cell
vastus lateralis muscle
iliac artery endothelium cell
epididymal cauda
colon polyp
breast (mammary gland)
peripheral blood T-cell
pyramidal neuron (posterior cingulate)
pyramidal neuron (hippocampus)
pyramidal neuron (superior frontal gyrus)
tumor derived astrocyte
substantia nigra
plasmacytoid dendritic cell
descending colonic mucosa
adrenal gland cortex (adrenal cortex)
middle temporal gyrus (Brodmann area 21)
pyramidal neuron (primary visual cortex)
alveolar macrophage
cuboidal alveolar type 2 cell (AT2)
heart right atrial appendage
tonsillar CD4 resting T-cell
esophagus (oesophagus)
bone marrow stromal cell
pyramidal neuron (middle temporal gyrus)
chorion villus cell
peripheral blood CD8 activated T-cell
peripheral blood natural killer T-cell
monocyte
epididymal corpus
lateral rectus muscle
vulva
urinary bladder urothelium (epithelium) cell
tonsillar CD8 activated T-cell
cumulus cell
peripheral blood CD8 T-cell
subcutaneous adipose tissue (SAT)
band cell
deltoid muscle
tonsillar CD4 regulatory T-cell
peripheral blood mononuclear cell
erythroid progenitor cell
pancreatic islet (islet of Langerhans)
breast (mammary gland) epithelium cell
astrocyte (unspecified)
hepatic artery endothelium cell
tonsillar CD4 activated T-cell
cerebellum
peripheral blood CD4 regulatory T-cell
peripheral blood CD4 effector memory T-cell
aortic (vascular) smooth muscle cell
late promyelocyte
sigmoid colonic mucosa
peripheral blood CD4 central memory T-cell
bone marrow hematopoietic stem cell
pancreatic islet cell
hair follicle keratinocyte
caecum (cecum)
ascending colonic mucosa
transverse colon
B-cell
mediastinal adipose tissue (MAT, intrathoracic adipose tissue)
tonsillar CD30 T-cell
nasal epithelium cell
superior frontal gyrus
conjunctival epithelium cell
synovium (synovial membrane)
dermal fibroblast
peripheral blood helper (CD4 effector) T-cell
scalp
conjunctival epithelium cell (sp.)
postcentral gyrus
hippocampus
myeloid dendritic cell
iliac vein endothelium cell
osteoblast
medial rectus muscle
umbilical artery endothelium cell
kidney
aortic endothelium cell
pancreatic duct (duct of Wirsung)
inguinal lymph node
immature (transitional) B-cell
myelocyte
fast-twitch muscle fiber
urinary bladder stromal fibromuscular cell
colonic mucosa
peripheral blood CD4 T-cell
hepatic vein endothelium cell
tonsillar centrocyte
trabecular meshwork cell
lung
diaphragm muscle
tumor derived T-cell
tonsillar centroblast
umbilical cord naive B-cell
ovarian stroma cell
slow-twitch muscle fiber
germinal center B-cell
lymph node CD4+ T-cell
diencephalon
tonsillar memory B-cell
urinary bladder
tonsillar CD8 T-cell
tonsillar B-cell
prostatic stroma fibromuscular cell
dermal papilla
subcutaneous abdominal adipose tissue (SAAT)
peripheral blood CD4 naive regulatory T-cell
fetal retina
bone marrow endothelium progenitor cell
hepatic myofibroblast
gingiva
gall bladder
artery
vein
retina
umbilical vein endothelium cell
peripheral blood CD4 memory regulatory T-cell
activated memory B-cell
internal mammary artery wall
hepatocyte
bronchiolar (small airway) epithelium cell
iris microvascular endothelium cell
microvascular endothelium cell
synovial fluid mononuclear cell
umbilical cord immature (transitional) B-cell
tonsillar naive B-cell
left internal mammary artery
associative striatum
aortic root wall
lymphocyte
cerebral white matter oligodendrocyte progenitor cell
multipotent progenitor (MPP) cell
pulmonary artery endothelium cell
memory B-cell
epidermal Langerhans cell
tonsillar plasmablast
peripheral blood CD4 stem cell memory T-cell
satellite cell derived myotube
epidermis
satellite cell derived myoblast
large airway epithelium cell
tumor derived CD4+ T-cell
retina microvessel endothelium cell
pulmonary (lung) fibroblast
omental adipose tissue
basal epidermis cell
liver-infiltrating lymphocyte
seminal vesicle
naive B-cell
frontal pole
cortical astrocyte
dermal papilla cell
liver
tarsal conjunctiva
tonsillar CD4 T-cell
Brodmann area 46
double positive thymocyte
tracheal epithelium cell
tumor derived CD8+ T-cell
glomerulus
oral mucosa (unspecified)
CD4 single positive thymocyte
monocyte derived macrophage
choroid microvessel endothelium cell
gluteal subcutaneous adipose tissue (glutSAT)
megakaryocyte-erythroid progenitor (MEP) cell
upper lobe small airway epithelial cell
colonic gland (crypt)
peripheral blood tumor specific CD8 effector T-cell
biceps femoris muscle
neonatal foreskin derived fibroblast
peripheral blood CD4 memory T-cell
synovial fibroblast
amniotic fluid
dermal lymphatic microvessel endothelium cell
genu
suprabasal epidermis cell
common myeloid progenitor (CMP) cell
peripheral blood CD4 naive T-cell
anergic B-cell
breast (mammary gland) stroma cell
reticular dermis cell
tongue squamous epithelium cell
cerebrospinal fluid cell
lower lobe small airway epithelial cell
cerebral white matter microglia cell
cortical oligodendrocyte progenitor cell
skin
fetal oligodendrocyte progenitor cell
rectum
granulocyte-macrophage progenitor (GMP) cell
tonsillar germinal center B-cell
quadriceps femoris muscle
bone marrow CD4 T-cell
skeletal muscle derived mesoangioblast
bronchial (primary, main stem) epithelium cell
cardiomyocyte (heart muscle cell)
metamyelocyte
tonsillar T-cell
early promyelocyte
blood outgrowth endothelial cell
cornea
tumor derived oligodendrocyte progenitor cell
conjunctiva
renal tubulointerstitium
coronary artery endothelium cell
corneal limbus
buccal epithelium organotypic model
internal (medial) globus pallidus
gingival epithelium organotypic model
nasal organotypic tissue culture
bronchial epithelium cell 3D culture
bronchial organotypic tissue culture
skeletal muscle myoblast
prostatic stroma cell
sural nerve
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7
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9
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2
6
1
8

1 8
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9
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2
1 3

6
3
3

1 5
5
5
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6
8

1 4
6
8

6 4
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3 1
1 5
4 0

4
1
4

1 7
4

1 6
2 7
3 7
1 3
3 6

1
4

1 6
4
2
6
5
5

2 7
7
5

1 4
3
3

4 2
5
1

1 2
2 3

5
132

4 0
1
5

2 1
7 0
1 0
2 6

9
5 8
1 8
4 3

101
4 9

2
6

2 1
112

6
1 3

3
6 8

142
130

2
6

1 0
1 7
3 6

122
3 7
3 9
4 2
3 2
1 3

9
1

1 6
5
3

1 1
1 4
1 0
6 8

1580
2

1 2
6 6

3
3 6
1 2
4 8
1 2

1
105

6
4 7
1 2

3
3
2

8 1
191

1 2
6 9

3
1 6
1 2
4 0

2
1 2

2
6

323
6

128
7 1

133
6 9
1 2

9
8 1

3
9

1 1
2

1 2
2

1 3
1

1 0
1
8

2 0
1 5
2 0

3
3

2 4
5
6
9

1 4
3
4
4
3

7 4
4
2

1 8
6
6

2 1
1 2

2
6
6
3

4 8
3
3
1

1 0
1 0
2 1

2
141

2
1 2

2
2 5

5
1 8

3
1 7
1 1
1 5

5
3
7

3 3
3 7
8 6
2 7
1 2
1 5
1 5
1 8

6
1

1 5
7
6
6

Homo sapiens (394)
band cell
metamyelocyte
bone marrow polymorphonuclear cell (PMN)
liver
myelocyte
umbilical cord blood neutrophil granulocyte
granulocyte (polymorphonuclear leukocyte)
neutrophil granulocyte
leukocyte
bone marrow mononuclear cell
bone marrow
bone marrow myeloid cell
thrombus derived leukocyte
blood
renal tubulointerstitium
peripheral blood leukocyte
transiliac crest core
buccal epithelium organotypic model
gingival epithelium organotypic model
kidney
late promyelocyte
renal (kidney) cortex
peripheral blood lymphocyte
esophagus (oesophagus)
bone marrow cell
ileal epithelium cell
bronchial epithelium cell 3D culture
orthochromatophilic normoblast (late erythroblast)
conjunctiva
oral mucosa (unspecified)
nasal organotypic tissue culture
tongue squamous epithelium cell
glomerulus
bronchial organotypic tissue culture
colonic gland (crypt)
hepatocyte
ovarian granulosa cell
tarsal conjunctiva
tracheal epithelium cell
liver-infiltrating lymphocyte
ileum
epidermal keratinocyte
upper lobe small airway epithelial cell
epidermis
bone marrow hematopoietic stem cell
corneal limbus
large airway epithelium cell
duodenum
diencephalon
lower lobe small airway epithelial cell
gall bladder
conjunctival epithelium cell (sp.)
nasal epithelium
rectum
eosinophil granulocyte
jejunum
vulva
renal (kidney) medulla
gingiva
colonic epithelium cell (colonocyte)
pancreatic islet (islet of Langerhans)
colorectum
suprabasal epidermis cell
pharyngeal mucosa
genu
polychromatophilic normoblast (intermediate erythroblast)
penis
nasal epithelium cell
sigmoid colonic mucosa
colon
nasopharyngeal (epipharyngeal) epithelium
cerebral white matter microglia cell
bronchiolar (small airway) epithelium cell
ascending colonic mucosa
nasopharynx (epipharynx)
caecum (cecum)
sigmoid colon
descending colon
skin
colonic mucosa
bronchus (primary, main stem)
colon polyp
rectosigmoid colonic mucosa
bone marrow erythroblast
peripheral blood mononuclear cell
bone marrow CD4 T-cell
myeloid dendritic cell
ascending colon
transverse colon
spleen
trachea
sural nerve
small intestine
conjunctival epithelium cell
stomach
urinary bladder
cornea
natural killer cell
corpus callosum
descending colonic mucosa
saliva
bone marrow endothelium progenitor cell
gluteal subcutaneous adipose tissue (glutSAT)
colony-forming unit-erythroid (CFU-E)
diaphragm muscle
monocyte
cerebral white matter
urethra
aortic root wall
resting CD4 T-cell
medulla oblongata
spinal cord
epidermal melanocyte
ovarian (surface) epithelium cell
tongue
lung
substantia nigra
pyloric antrum
basal epidermis cell
internal (medial) globus pallidus
nipple
basal ganglia
resting T-cell (unspecified)
platelet (thrombocyte)
subcutaneous adipose tissue (SAT)
tonsillar CD8 T-cell
proerythroblast
mediastinal adipose tissue (MAT, intrathoracic adipose tissue)
hair follicle keratinocyte
pars reticulata
pyramidal neuron (hippocampus)
embryo
pancreas
activated CD4 T-cell
tonsillar CD4 T-cell
pyramidal neuron (middle temporal gyrus)
vagina
biceps brachii
pyramidal neuron (superior frontal gyrus)
peripheral blood CD8 T-cell
pyramidal neuron (posterior cingulate)
resting CD8 T-cell
internal mammary artery wall
tonsillar resting T-cell (unspecified)
stomach fundus
cerebral white matter astrocyte
large stellate neuron (entorhinal cortex)
germinal center B-cell
globus pallidus
tumor derived CD8+ T-cell
occipital lobe
aorta
bronchial (primary, main stem) epithelium cell
heart ventricle
pons
lymphocyte
coronary artery
tonsil
peripheral blood CD4 T-cell
seminal vesicle
hippocampus
thalamus (dorsal thalamus)
umbilical cord
thymus
rectus abdominus muscle
caudate nucleus
ventral tegmental area
plasma cell
hepatic myofibroblast
breast (mammary gland) epithelium cell
Brodmann area 10
pars compacta
pyramidal neuron (primary visual cortex)
growth plate
inguinal lymph node
activated T-cell (unspecified)
pancreatic duct (duct of Wirsung)
activated CD8 T-cell
ovarian stroma cell
subthalamic nucleus
bone marrow plasma cell
amniotic fluid
adipose tissue (fat)
peripheral blood CD4 regulatory T-cell
brain (encephalon)
parietal lobe
temporal lobe
salivary gland
heart
plasmacytoid dendritic cell
neuron
reticular dermis cell
joint
midbrain (mesencephalon)
tonsillar natural killer cell
tonsillar CD8 resting T-cell
B-cell
tonsillar CD8 activated T-cell
uterine cervix
superior vestibular nucleus
stomach cardia
heart atrium
frontal lobe
associative striatum
trigeminal ganglion
subcutaneous abdominal adipose tissue (SAAT)
middle temporal gyrus (Brodmann area 21)
hypothalamus
prostate (prostate gland)
peripheral blood CD8 central memory T-cell
vermis
lateral thalamic nucleus
aortic valve
peripheral blood CD8 effector memory RA T-cell
spinal ganglion (dorsal root ganglion)
putamen
pancreatic islet cell
epidermal Langerhans cell
retina
lateral rectus muscle
peripheral blood CD8 naive T-cell
amygdala
peripheral blood CD8 activated T-cell
urinary bladder stromal fibromuscular cell
large intestine
tonsillar CD4 regulatory T-cell
peripheral blood natural killer T-cell
accumbens nucleus
medial rectus muscle
tonsillar CD4 resting T-cell
minor salivary gland
oviduct (fallopian tube)
peripheral blood CD8 effector memory T-cell
posterior superior temporal gyrus (Brodmann area 22)
tonsillar CD4 activated T-cell
cerebral hemisphere
urinary bladder urothelium (epithelium) cell
cerebral cortex (neopallium)
tonsillar CD30 T-cell
heart left ventricle
omental adipose tissue
peripheral blood CD8 resting T-cell
peripheral blood CD4 resting T-cell
thyroid gland
entorhinal cortex
testis (male gonad)
tumor derived CD4+ T-cell
lymph node
uterine myometrium
amniocyte
placenta
prefrontal cortex
cerebellum
uterus
saphenous vein
pituitary gland (hypophysis)
Brodmann area 46
adrenal gland
tonsillar B-cell
oocyte
heart muscle (myocardium, cardiac muscle)
monocyte derived dendritic cell
peripheral blood CD4 naive T-cell
retinal pigment epithelium
bronchial smooth muscle cell
skeletal muscle
deltoid muscle
adrenal gland cortex (adrenal cortex)
uterine endometrium
cumulus cell
peripheral blood CD4 activated T-cell
peripheral blood helper (CD4 effector) T-cell
peripheral blood T-cell
uterine endometrium stroma cell
ovary (female gonad)
choroid
heart right ventricle
tonsillar activated T-cell (unspecified)
hepatic artery endothelium cell
peripheral blood CD4 T-large granular lymphocyte
dendritic cell
lymph node CD4+ T-cell
superior frontal gyrus
vastus lateralis muscle
iliac vein endothelium cell
tonsillar germinal center B-cell
postcentral gyrus
early promyelocyte
scalp
left internal mammary artery
pulmonary (lung) myofibroblast
chorion villus cell
vein
coronary artery smooth muscle cell
dental pulp stem cell
biceps femoris muscle
chorion villus
frontal pole
hepatic vein endothelium cell
pulmonary vein endothelium cell
alveolar macrophage
synovium (synovial membrane)
peripheral blood CD4 memory regulatory T-cell
peripheral blood CD4 memory T-cell
epididymal caput
bone marrow stromal cell
erythroid progenitor cell
heart left atrial appendage
iris microvascular endothelium cell
dermal papilla cell
iliac artery endothelium cell
prostatic stroma cell
breast (mammary gland)
pulmonary microvessel endothelium cell
dermal fibroblast
macrophage
umbilical vein endothelium cell
bone marrow derived mesenchymal stem cell
satellite cell derived myoblast
peripheral blood CD4 naive regulatory T-cell
right ventricle interventricular septum
dermal papilla
umbilical artery endothelium cell
satellite cell derived myotube
aortic endothelium cell
labial salivary gland
neonatal foreskin derived fibroblast
dermal lymphatic microvessel endothelium cell
tumor derived astrocyte
tumor derived T-cell
artery
tonsillar T-cell
tumor derived oligodendrocyte progenitor cell
naive B-cell
memory B-cell
epididymal corpus
epididymal cauda
mesenchymal stem cell derived adipocyte
prostatic stroma fibromuscular cell
microvascular endothelium cell
astrocyte (unspecified)
osteoblast
CD4 single positive thymocyte
umbilical cord immature (transitional) B-cell
immature (transitional) B-cell
double positive thymocyte
synovial fibroblast
cerebral white matter oligodendrocyte progenitor cell
cortical astrocyte
breast (mammary gland) stroma cell
fetal retina pigment epithelium
aortic (vascular) smooth muscle cell
osteoblast like cell
fetal retina pigment epithelium cell
umbilical cord naive B-cell
cuboidal alveolar type 2 cell (AT2)
chondrogenic progenitor cell
cortical oligodendrocyte progenitor cell
quadriceps femoris muscle
common myeloid progenitor (CMP) cell
retina microvessel endothelium cell
synovial fluid
peripheral blood tumor specific CD8 effector T-cell
fetal oligodendrocyte progenitor cell
synovial fluid mononuclear cell
chondrocyte
monocyte derived macrophage
megakaryocyte-erythroid progenitor (MEP) cell
fetal retina
skeletal muscle myoblast
heart right atrial appendage
granulocyte-macrophage progenitor (GMP) cell
pulmonary (lung) fibroblast
choroid microvessel endothelium cell
coronary artery endothelium cell
peripheral blood CD4 effector memory T-cell
peripheral blood CD4 central memory T-cell
anergic B-cell
skeletal muscle derived mesoangioblast
cardiomyocyte (heart muscle cell)
fast-twitch muscle fiber
slow-twitch muscle fiber
cerebrospinal fluid cell
pulmonary artery endothelium cell
trabecular meshwork cell
tonsillar centrocyte
tonsillar centroblast
activated memory B-cell
peripheral blood CD4 stem cell memory T-cell
multipotent progenitor (MPP) cell
blood outgrowth endothelial cell
tonsillar plasmablast
tonsillar naive B-cell
tonsillar memory B-cell
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Homo sapiens (394)
tumor derived astrocyte
cortical astrocyte
middle temporal gyrus (Brodmann area 21)
substantia nigra
basal ganglia
frontal pole
pars reticulata
associative striatum
Brodmann area 46
superior frontal gyrus
hippocampus
pars compacta
postcentral gyrus
globus pallidus
diencephalon
entorhinal cortex
parietal lobe
lateral thalamic nucleus
caudate nucleus
prefrontal cortex
thalamus (dorsal thalamus)
frontal lobe
amygdala
ventral tegmental area
hypothalamus
pyramidal neuron (primary visual cortex)
pyramidal neuron (middle temporal gyrus)
putamen
accumbens nucleus
superior vestibular nucleus
brain (encephalon)
occipital lobe
posterior superior temporal gyrus (Brodmann area 22)
medulla oblongata
large stellate neuron (entorhinal cortex)
midbrain (mesencephalon)
subthalamic nucleus
pyramidal neuron (superior frontal gyrus)
Brodmann area 10
temporal lobe
myeloid dendritic cell
cerebral white matter
pyramidal neuron (posterior cingulate)
spinal cord
pyramidal neuron (hippocampus)
internal (medial) globus pallidus
corpus callosum
cerebral white matter astrocyte
cerebral cortex (neopallium)
cerebellum
cerebral hemisphere
vermis
genu
fetal oligodendrocyte progenitor cell
pons
growth plate
fetal retina
synovial fluid mononuclear cell
retina
rectosigmoid colonic mucosa
monocyte derived dendritic cell
uterine endometrium stroma cell
liver
buccal epithelium organotypic model
orthochromatophilic normoblast (late erythroblast)
transverse colon
large intestine
spinal ganglion (dorsal root ganglion)
trigeminal ganglion
cerebral white matter oligodendrocyte progenitor cell
gingival epithelium organotypic model
liver-infiltrating lymphocyte
ascending colonic mucosa
testis (male gonad)
erythroid progenitor cell
skeletal muscle
bone marrow erythroblast
heart right ventricle
caecum (cecum)
rectus abdominus muscle
heart muscle (myocardium, cardiac muscle)
pyloric antrum
dendritic cell
dermal papilla
activated T-cell (unspecified)
resting T-cell (unspecified)
umbilical cord blood neutrophil granulocyte
deltoid muscle
pharyngeal mucosa
sural nerve
natural killer cell
polychromatophilic normoblast (intermediate erythroblast)
gingiva
tonsillar CD4 resting T-cell
salivary gland
bone marrow plasma cell
peripheral blood natural killer T-cell
descending colon
diaphragm muscle
pulmonary (lung) myofibroblast
chondrogenic progenitor cell
oocyte
oral mucosa (unspecified)
prostatic stroma cell
sigmoid colon
tonsillar CD4 activated T-cell
activated CD8 T-cell
eosinophil granulocyte
tonsillar natural killer cell
aortic (vascular) smooth muscle cell
proerythroblast
tongue
tonsillar CD8 resting T-cell
choroid
coronary artery
bronchus (primary, main stem)
saphenous vein
prostate (prostate gland)
tonsillar CD30 T-cell
chondrocyte
bone marrow cell
ascending colon
trabecular meshwork cell
cerebrospinal fluid cell
tonsillar CD8 activated T-cell
peripheral blood CD8 naive T-cell
tumor derived oligodendrocyte progenitor cell
sigmoid colonic mucosa
monocyte
heart right atrial appendage
bone marrow derived mesenchymal stem cell
plasma cell
embryo
esophagus (oesophagus)
neonatal foreskin derived fibroblast
tonsillar CD4 regulatory T-cell
reticular dermis cell
synovium (synovial membrane)
cortical oligodendrocyte progenitor cell
cumulus cell
colony-forming unit-erythroid (CFU-E)
colon polyp
peripheral blood lymphocyte
medial rectus muscle
resting CD4 T-cell
pituitary gland (hypophysis)
nasal epithelium cell
right ventricle interventricular septum
plasmacytoid dendritic cell
conjunctival epithelium cell
adipose tissue (fat)
duodenum
synovial fluid
adrenal gland cortex (adrenal cortex)
saliva
lymphocyte
macrophage
tonsillar CD8 T-cell
peripheral blood CD4 T-large granular lymphocyte
fetal retina pigment epithelium
stomach fundus
jejunum
stomach cardia
aorta
tonsil
fetal retina pigment epithelium cell
urinary bladder
renal (kidney) medulla
peripheral blood CD8 central memory T-cell
vastus lateralis muscle
chorion villus cell
peripheral blood leukocyte
platelet (thrombocyte)
biceps brachii
skeletal muscle myoblast
bone marrow hematopoietic stem cell
bone marrow myeloid cell
osteoblast like cell
oviduct (fallopian tube)
epidermal keratinocyte
heart left atrial appendage
activated CD4 T-cell
stomach
heart ventricle
osteoblast
ileal epithelium cell
scalp
tonsillar resting T-cell (unspecified)
coronary artery smooth muscle cell
conjunctival epithelium cell (sp.)
heart
amniocyte
vagina
pulmonary vein endothelium cell
trachea
peripheral blood helper (CD4 effector) T-cell
joint
nasopharynx (epipharynx)
colonic gland (crypt)
corneal limbus
nipple
granulocyte (polymorphonuclear leukocyte)
peripheral blood CD8 effector memory T-cell
small intestine
urinary bladder urothelium (epithelium) cell
peripheral blood CD8 effector memory RA T-cell
hepatocyte
bone marrow polymorphonuclear cell (PMN)
ovarian stroma cell
peripheral blood CD4 regulatory T-cell
cornea
resting CD8 T-cell
uterine myometrium
breast (mammary gland) epithelium cell
mesenchymal stem cell derived adipocyte
suprabasal epidermis cell
heart atrium
tonsillar memory B-cell
breast (mammary gland) stroma cell
pancreatic islet (islet of Langerhans)
mediastinal adipose tissue (MAT, intrathoracic adipose tissue)
retinal pigment epithelium
fast-twitch muscle fiber
peripheral blood CD4 T-cell
iliac vein endothelium cell
dermal lymphatic microvessel endothelium cell
penis
uterine endometrium
renal (kidney) cortex
colonic mucosa
tonsillar naive B-cell
umbilical vein endothelium cell
descending colonic mucosa
colonic epithelium cell (colonocyte)
peripheral blood T-cell
transiliac crest core
colon
tarsal conjunctiva
dermal fibroblast
uterine cervix
colorectum
bone marrow stromal cell
placenta
urethra
nasopharyngeal (epipharyngeal) epithelium
ovary (female gonad)
peripheral blood CD4 naive T-cell
minor salivary gland
lymph node CD4+ T-cell
tonsillar CD4 T-cell
iliac artery endothelium cell
tumor derived T-cell
satellite cell derived myoblast
internal mammary artery wall
iris microvascular endothelium cell
tonsillar germinal center B-cell
slow-twitch muscle fiber
blood
bronchial smooth muscle cell
conjunctiva
pulmonary microvessel endothelium cell
satellite cell derived myotube
peripheral blood mononuclear cell
tonsillar B-cell
pancreatic islet cell
aortic root wall
tonsillar activated T-cell (unspecified)
umbilical cord
vulva
epidermis
neuron
adrenal gland
skeletal muscle derived mesoangioblast
dermal papilla cell
lower lobe small airway epithelial cell
hepatic artery endothelium cell
hair follicle keratinocyte
uterus
ovarian (surface) epithelium cell
bone marrow
pancreas
retina microvessel endothelium cell
neutrophil granulocyte
amniotic fluid
gluteal subcutaneous adipose tissue (glutSAT)
astrocyte (unspecified)
tonsillar plasmablast
synovial fibroblast
biceps femoris muscle
bone marrow mononuclear cell
pulmonary (lung) fibroblast
subcutaneous abdominal adipose tissue (SAAT)
urinary bladder stromal fibromuscular cell
tumor derived CD8+ T-cell
alveolar macrophage
umbilical artery endothelium cell
lateral rectus muscle
peripheral blood CD4 effector memory T-cell
coronary artery endothelium cell
upper lobe small airway epithelial cell
thyroid gland
peripheral blood CD8 T-cell
left internal mammary artery
immature (transitional) B-cell
lung
tumor derived CD4+ T-cell
spleen
leukocyte
peripheral blood CD8 resting T-cell
breast (mammary gland)
choroid microvessel endothelium cell
megakaryocyte-erythroid progenitor (MEP) cell
cerebral white matter microglia cell
peripheral blood CD4 central memory T-cell
peripheral blood CD4 stem cell memory T-cell
bone marrow endothelium progenitor cell
peripheral blood CD4 memory regulatory T-cell
pancreatic duct (duct of Wirsung)
peripheral blood CD8 activated T-cell
B-cell
germinal center B-cell
bronchial epithelium cell 3D culture
microvascular endothelium cell
epidermal Langerhans cell
basal epidermis cell
skin
kidney
tongue squamous epithelium cell
hepatic vein endothelium cell
lymph node
tonsillar centroblast
peripheral blood CD4 activated T-cell
thymus
bronchiolar (small airway) epithelium cell
tonsillar centrocyte
aortic endothelium cell
chorion villus
bronchial organotypic tissue culture
nasal organotypic tissue culture
ileum
peripheral blood CD4 naive regulatory T-cell
hepatic myofibroblast
peripheral blood CD4 resting T-cell
CD4 single positive thymocyte
heart left ventricle
prostatic stroma fibromuscular cell
dental pulp stem cell
glomerulus
umbilical cord naive B-cell
aortic valve
artery
rectum
memory B-cell
gall bladder
tracheal epithelium cell
labial salivary gland
epidermal melanocyte
umbilical cord immature (transitional) B-cell
subcutaneous adipose tissue (SAT)
band cell
nasal epithelium
omental adipose tissue
thrombus derived leukocyte
ovarian granulosa cell
peripheral blood CD4 memory T-cell
large airway epithelium cell
multipotent progenitor (MPP) cell
double positive thymocyte
tonsillar T-cell
cuboidal alveolar type 2 cell (AT2)
metamyelocyte
bone marrow CD4 T-cell
common myeloid progenitor (CMP) cell
bronchial (primary, main stem) epithelium cell
naive B-cell
activated memory B-cell
myelocyte
quadriceps femoris muscle
peripheral blood tumor specific CD8 effector T-cell
renal tubulointerstitium
pulmonary artery endothelium cell
epididymal cauda
late promyelocyte
granulocyte-macrophage progenitor (GMP) cell
vein
cardiomyocyte (heart muscle cell)
epididymal caput
early promyelocyte
seminal vesicle
inguinal lymph node
monocyte derived macrophage
epididymal corpus
blood outgrowth endothelial cell
anergic B-cell
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Homo sapiens (394)
bone marrow myeloid cell
band cell
bone marrow cell
bone marrow
monocyte
metamyelocyte
peripheral blood lymphocyte
myelocyte
leukocyte
bone marrow mononuclear cell
lymphocyte
peripheral blood mononuclear cell
peripheral blood leukocyte
blood
bone marrow polymorphonuclear cell (PMN)
neutrophil granulocyte
thrombus derived leukocyte
myeloid dendritic cell
transiliac crest core
synovial fluid mononuclear cell
monocyte derived macrophage
bone marrow endothelium progenitor cell
ovarian granulosa cell
granulocyte (polymorphonuclear leukocyte)
umbilical cord blood neutrophil granulocyte
bone marrow hematopoietic stem cell
peripheral blood CD4 T-cell
peripheral blood CD4 naive T-cell
late promyelocyte
lung
cerebrospinal fluid cell
resting CD4 T-cell
spleen
glomerulus
peripheral blood T-cell
macrophage
mesenchymal stem cell derived adipocyte
mediastinal adipose tissue (MAT, intrathoracic adipose tissue)
resting CD8 T-cell
natural killer cell
alveolar macrophage
tonsillar activated T-cell (unspecified)
aortic root wall
bone marrow erythroblast
monocyte derived dendritic cell
gluteal subcutaneous adipose tissue (glutSAT)
activated CD4 T-cell
tarsal conjunctiva
inguinal lymph node
internal mammary artery wall
diaphragm muscle
saliva
early promyelocyte
orthochromatophilic normoblast (late erythroblast)
bone marrow CD4 T-cell
platelet (thrombocyte)
CD4 single positive thymocyte
vein
peripheral blood CD4 resting T-cell
heart left atrial appendage
placenta
B-cell
choroid
synovium (synovial membrane)
omental adipose tissue
lymph node CD4+ T-cell
pancreas
peripheral blood CD8 T-cell
pancreatic duct (duct of Wirsung)
urinary bladder
liver
subcutaneous abdominal adipose tissue (SAAT)
umbilical cord
eosinophil granulocyte
lymph node
plasma cell
medial rectus muscle
kidney
activated CD8 T-cell
prostatic stroma cell
biceps brachii
rectus abdominus muscle
bone marrow plasma cell
resting T-cell (unspecified)
polychromatophilic normoblast (intermediate erythroblast)
tumor derived T-cell
thymus
lateral rectus muscle
oocyte
minor salivary gland
ascending colonic mucosa
biceps femoris muscle
liver-infiltrating lymphocyte
heart left ventricle
breast (mammary gland)
renal (kidney) cortex
erythroid progenitor cell
right ventricle interventricular septum
rectosigmoid colonic mucosa
peripheral blood CD4 effector memory T-cell
peripheral blood CD4 central memory T-cell
internal (medial) globus pallidus
heart muscle (myocardium, cardiac muscle)
tonsillar germinal center B-cell
colon
plasmacytoid dendritic cell
amniotic fluid
ovarian (surface) epithelium cell
amniocyte
heart right ventricle
tumor derived CD4+ T-cell
sural nerve
tonsillar centrocyte
subcutaneous adipose tissue (SAT)
posterior superior temporal gyrus (Brodmann area 22)
colony-forming unit-erythroid (CFU-E)
quadriceps femoris muscle
tonsillar plasmablast
ileum
gingiva
deltoid muscle
peripheral blood CD8 naive T-cell
peripheral blood natural killer T-cell
lower lobe small airway epithelial cell
retinal pigment epithelium
peripheral blood CD4 T-large granular lymphocyte
proerythroblast
colonic mucosa
adipose tissue (fat)
coronary artery
stomach
saphenous vein
tonsil
heart right atrial appendage
peripheral blood CD8 central memory T-cell
peripheral blood CD8 effector memory RA T-cell
epidermal melanocyte
peripheral blood CD4 activated T-cell
nasopharynx (epipharynx)
ileal epithelium cell
tonsillar CD4 resting T-cell
tonsillar CD8 resting T-cell
ascending colon
colonic epithelium cell (colonocyte)
tonsillar CD4 activated T-cell
tonsillar memory B-cell
peripheral blood CD8 resting T-cell
vulva
peripheral blood CD4 stem cell memory T-cell
tonsillar natural killer cell
reticular dermis cell
adrenal gland cortex (adrenal cortex)
renal tubulointerstitium
tonsillar CD8 activated T-cell
granulocyte-macrophage progenitor (GMP) cell
skin
heart
peripheral blood CD8 effector memory T-cell
lateral thalamic nucleus
nasal epithelium
tonsillar naive B-cell
peripheral blood CD8 activated T-cell
megakaryocyte-erythroid progenitor (MEP) cell
bronchiolar (small airway) epithelium cell
middle temporal gyrus (Brodmann area 21)
tonsillar CD4 regulatory T-cell
bronchus (primary, main stem)
growth plate
cerebral white matter microglia cell
globus pallidus
pyloric antrum
vagina
uterine cervix
penis
epidermal keratinocyte
heart ventricle
descending colonic mucosa
bone marrow derived mesenchymal stem cell
large intestine
prostate (prostate gland)
tonsillar centroblast
fast-twitch muscle fiber
skeletal muscle
nasopharyngeal (epipharyngeal) epithelium
ovary (female gonad)
adrenal gland
tonsillar CD30 T-cell
slow-twitch muscle fiber
tonsillar resting T-cell (unspecified)
stomach fundus
putamen
vastus lateralis muscle
pars reticulata
duodenum
salivary gland
immature (transitional) B-cell
tongue squamous epithelium cell
small intestine
aorta
uterine endometrium
basal epidermis cell
large airway epithelium cell
renal (kidney) medulla
uterine myometrium
artery
tonsillar B-cell
iris microvascular endothelium cell
sigmoid colon
pharyngeal mucosa
thyroid gland
stomach cardia
sigmoid colonic mucosa
joint
pyramidal neuron (middle temporal gyrus)
midbrain (mesencephalon)
accumbens nucleus
trigeminal ganglion
epididymal cauda
trachea
aortic valve
vermis
heart atrium
caecum (cecum)
peripheral blood CD4 memory T-cell
transverse colon
uterus
cumulus cell
nipple
upper lobe small airway epithelial cell
activated T-cell (unspecified)
pars compacta
tongue
superior frontal gyrus
pyramidal neuron (posterior cingulate)
urethra
caudate nucleus
suprabasal epidermis cell
germinal center B-cell
tracheal epithelium cell
tonsillar CD4 T-cell
pyramidal neuron (hippocampus)
peripheral blood helper (CD4 effector) T-cell
large stellate neuron (entorhinal cortex)
parietal lobe
spinal cord
bronchial smooth muscle cell
ventral tegmental area
hypothalamus
subthalamic nucleus
epidermal Langerhans cell
pyramidal neuron (primary visual cortex)
cerebral white matter astrocyte
superior vestibular nucleus
entorhinal cortex
breast (mammary gland) stroma cell
corpus callosum
colorectum
common myeloid progenitor (CMP) cell
pyramidal neuron (superior frontal gyrus)
multipotent progenitor (MPP) cell
oviduct (fallopian tube)
choroid microvessel endothelium cell
postcentral gyrus
retina microvessel endothelium cell
memory B-cell
peripheral blood CD4 regulatory T-cell
amygdala
uterine endometrium stroma cell
dermal lymphatic microvessel endothelium cell
pons
Brodmann area 10
prefrontal cortex
labial salivary gland
thalamus (dorsal thalamus)
cerebral cortex (neopallium)
ovarian stroma cell
hepatic myofibroblast
basal ganglia
spinal ganglion (dorsal root ganglion)
gall bladder
retina
esophagus (oesophagus)
colon polyp
double positive thymocyte
jejunum
substantia nigra
epidermis
tonsillar T-cell
cerebral white matter
occipital lobe
trabecular meshwork cell
dendritic cell
cerebral hemisphere
cuboidal alveolar type 2 cell (AT2)
medulla oblongata
frontal lobe
frontal pole
pancreatic islet cell
temporal lobe
umbilical cord naive B-cell
tumor derived astrocyte
umbilical cord immature (transitional) B-cell
pancreatic islet (islet of Langerhans)
activated memory B-cell
descending colon
pituitary gland (hypophysis)
cortical oligodendrocyte progenitor cell
tumor derived CD8+ T-cell
bronchial (primary, main stem) epithelium cell
cerebellum
satellite cell derived myoblast
testis (male gonad)
cardiomyocyte (heart muscle cell)
conjunctival epithelium cell
oral mucosa (unspecified)
synovial fluid
brain (encephalon)
chorion villus cell
urinary bladder urothelium (epithelium) cell
satellite cell derived myotube
cerebral white matter oligodendrocyte progenitor cell
hepatocyte
embryo
corneal limbus
epididymal corpus
pulmonary (lung) myofibroblast
tonsillar CD8 T-cell
conjunctiva
aortic (vascular) smooth muscle cell
hippocampus
epididymal caput
left internal mammary artery
umbilical vein endothelium cell
conjunctival epithelium cell (sp.)
bone marrow stromal cell
cornea
scalp
microvascular endothelium cell
dermal fibroblast
naive B-cell
diencephalon
breast (mammary gland) epithelium cell
fetal retina pigment epithelium
rectum
colonic gland (crypt)
osteoblast like cell
pulmonary (lung) fibroblast
Brodmann area 46
astrocyte (unspecified)
fetal retina pigment epithelium cell
osteoblast
hair follicle keratinocyte
peripheral blood CD4 memory regulatory T-cell
coronary artery endothelium cell
skeletal muscle myoblast
bronchial organotypic tissue culture
iliac vein endothelium cell
buccal epithelium organotypic model
chondrogenic progenitor cell
urinary bladder stromal fibromuscular cell
nasal organotypic tissue culture
pulmonary microvessel endothelium cell
nasal epithelium cell
chorion villus
dermal papilla
tumor derived oligodendrocyte progenitor cell
fetal retina
genu
pulmonary artery endothelium cell
synovial fibroblast
coronary artery smooth muscle cell
prostatic stroma fibromuscular cell
peripheral blood CD4 naive regulatory T-cell
pulmonary vein endothelium cell
hepatic artery endothelium cell
blood outgrowth endothelial cell
cortical astrocyte
associative striatum
hepatic vein endothelium cell
gingival epithelium organotypic model
umbilical artery endothelium cell
skeletal muscle derived mesoangioblast
dermal papilla cell
iliac artery endothelium cell
aortic endothelium cell
neuron
bronchial epithelium cell 3D culture
chondrocyte
dental pulp stem cell
seminal vesicle
fetal oligodendrocyte progenitor cell
peripheral blood tumor specific CD8 effector T-cell
neonatal foreskin derived fibroblast
anergic B-cell
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Homo sapiens (394)
monocyte derived macrophage
macrophage
alveolar macrophage
monocyte derived dendritic cell
dendritic cell
cerebral white matter microglia cell
bone marrow plasma cell
tumor derived oligodendrocyte progenitor cell
thrombus derived leukocyte
nasopharynx (epipharynx)
dental pulp stem cell
coronary artery smooth muscle cell
cerebral white matter
nasopharyngeal (epipharyngeal) epithelium
peripheral blood CD8 central memory T-cell
platelet (thrombocyte)
peripheral blood CD8 naive T-cell
astrocyte (unspecified)
umbilical cord
multipotent progenitor (MPP) cell
saliva
growth plate
peripheral blood CD8 effector memory RA T-cell
thyroid gland
granulocyte (polymorphonuclear leukocyte)
basal ganglia
cerebral cortex (neopallium)
activated T-cell (unspecified)
Brodmann area 10
peripheral blood CD8 effector memory T-cell
liver-infiltrating lymphocyte
lung
activated CD8 T-cell
uterine endometrium stroma cell
activated CD4 T-cell
resting T-cell (unspecified)
ventral tegmental area
midbrain (mesencephalon)
coronary artery
stomach cardia
vermis
amygdala
chondrogenic progenitor cell
spinal cord
epidermal keratinocyte
skeletal muscle
superior vestibular nucleus
heart ventricle
pulmonary microvessel endothelium cell
lateral rectus muscle
putamen
oocyte
subthalamic nucleus
hypothalamus
corpus callosum
cerebral hemisphere
pars reticulata
frontal lobe
temporal lobe
pars compacta
accumbens nucleus
heart atrium
adipose tissue (fat)
cerebral white matter oligodendrocyte progenitor cell
cerebral white matter astrocyte
large intestine
vagina
heart left ventricle
monocyte
lateral thalamic nucleus
pharyngeal mucosa
thalamus (dorsal thalamus)
neuron
spinal ganglion (dorsal root ganglion)
renal (kidney) medulla
uterine myometrium
tonsillar resting T-cell (unspecified)
globus pallidus
pancreatic islet cell
bronchus (primary, main stem)
saphenous vein
trigeminal ganglion
testis (male gonad)
medulla oblongata
aorta
tongue
cortical oligodendrocyte progenitor cell
tonsillar activated T-cell (unspecified)
pyloric antrum
breast (mammary gland) epithelium cell
occipital lobe
joint
uterine cervix
brain (encephalon)
large stellate neuron (entorhinal cortex)
tonsil
salivary gland
stomach fundus
oviduct (fallopian tube)
nipple
trachea
pulmonary (lung) myofibroblast
inguinal lymph node
pyramidal neuron (hippocampus)
resting CD4 T-cell
penis
chondrocyte
uterine endometrium
posterior superior temporal gyrus (Brodmann area 22)
bone marrow derived mesenchymal stem cell
stomach
tumor derived CD4+ T-cell
conjunctival epithelium cell
urethra
amniocyte
small intestine
entorhinal cortex
ovary (female gonad)
conjunctival epithelium cell (sp.)
right ventricle interventricular septum
tonsillar memory B-cell
pituitary gland (hypophysis)
peripheral blood CD4 activated T-cell
pyramidal neuron (posterior cingulate)
parietal lobe
renal (kidney) cortex
epidermal melanocyte
fetal oligodendrocyte progenitor cell
tonsillar CD4 resting T-cell
cumulus cell
pyramidal neuron (superior frontal gyrus)
tonsillar CD8 resting T-cell
germinal center B-cell
upper lobe small airway epithelial cell
peripheral blood CD4 T-large granular lymphocyte
umbilical cord blood neutrophil granulocyte
tonsillar naive B-cell
peripheral blood natural killer T-cell
hepatic myofibroblast
peripheral blood CD8 activated T-cell
heart
pyramidal neuron (middle temporal gyrus)
bone marrow endothelium progenitor cell
diaphragm muscle
minor salivary gland
prefrontal cortex
subcutaneous adipose tissue (SAT)
nasal epithelium cell
synovial fluid mononuclear cell
tonsillar CD4 activated T-cell
resting CD8 T-cell
lower lobe small airway epithelial cell
pulmonary vein endothelium cell
bone marrow erythroblast
tonsillar natural killer cell
pyramidal neuron (primary visual cortex)
tonsillar CD4 regulatory T-cell
tonsillar CD8 activated T-cell
buccal epithelium organotypic model
lymph node
erythroid progenitor cell
nasal epithelium
pulmonary (lung) fibroblast
neutrophil granulocyte
prostate (prostate gland)
bone marrow cell
tonsillar plasmablast
heart muscle (myocardium, cardiac muscle)
osteoblast like cell
tonsillar CD30 T-cell
aortic valve
adrenal gland
tumor derived T-cell
uterus
ovarian (surface) epithelium cell
natural killer cell
peripheral blood leukocyte
urinary bladder stromal fibromuscular cell
retina microvessel endothelium cell
cerebellum
thymus
left internal mammary artery
vulva
iliac artery endothelium cell
tonsillar CD8 T-cell
hepatic vein endothelium cell
bronchiolar (small airway) epithelium cell
tonsillar CD4 T-cell
peripheral blood CD4 effector memory T-cell
gluteal subcutaneous adipose tissue (glutSAT)
gingival epithelium organotypic model
orthochromatophilic normoblast (late erythroblast)
pons
bone marrow hematopoietic stem cell
tonsillar B-cell
peripheral blood CD4 central memory T-cell
biceps brachii
hepatic artery endothelium cell
pancreas
bone marrow stromal cell
hair follicle keratinocyte
synovial fluid
adrenal gland cortex (adrenal cortex)
caudate nucleus
pulmonary artery endothelium cell
tongue squamous epithelium cell
bone marrow myeloid cell
prostatic stroma fibromuscular cell
peripheral blood CD4 regulatory T-cell
tumor derived CD8+ T-cell
umbilical artery endothelium cell
colon
spleen
peripheral blood CD8 resting T-cell
hepatocyte
oral mucosa (unspecified)
ovarian stroma cell
synovium (synovial membrane)
plasma cell
pancreatic duct (duct of Wirsung)
subcutaneous abdominal adipose tissue (SAAT)
ovarian granulosa cell
colonic epithelium cell (colonocyte)
bone marrow
dermal fibroblast
aortic endothelium cell
peripheral blood T-cell
iliac vein endothelium cell
duodenum
tonsillar centroblast
choroid
plasmacytoid dendritic cell
lymphocyte
basal epidermis cell
blood
glomerulus
jejunum
descending colonic mucosa
breast (mammary gland)
superior frontal gyrus
cuboidal alveolar type 2 cell (AT2)
peripheral blood CD4 resting T-cell
chorion villus cell
i leum
amniotic fluid
trabecular meshwork cell
epididymal corpus
descending colon
epidermis
polychromatophilic normoblast (intermediate erythroblast)
leukocyte
peripheral blood CD4 stem cell memory T-cell
rectus abdominus muscle
peripheral blood CD8 T-cell
immature (transitional) B-cell
aortic root wall
middle temporal gyrus (Brodmann area 21)
umbilical vein endothelium cell
bronchial smooth muscle cell
iris microvascular endothelium cell
esophagus (oesophagus)
tonsillar centrocyte
retinal pigment epithelium
vastus lateralis muscle
postcentral gyrus
liver
genu
epididymal cauda
pancreatic islet (islet of Langerhans)
choroid microvessel endothelium cell
ascending colonic mucosa
internal mammary artery wall
proerythroblast
colonic mucosa
mediastinal adipose tissue (MAT, intrathoracic adipose tissue)
lymph node CD4+ T-cell
placenta
urinary bladder
sigmoid colon
rectosigmoid colonic mucosa
colony-forming unit-erythroid (CFU-E)
peripheral blood lymphocyte
medial rectus muscle
CD4 single positive thymocyte
peripheral blood helper (CD4 effector) T-cell
deltoid muscle
urinary bladder urothelium (epithelium) cell
peripheral blood mononuclear cell
myeloid dendritic cell
dermal lymphatic microvessel endothelium cell
peripheral blood CD4 T-cell
B-cell
skeletal muscle derived mesoangioblast
suprabasal epidermis cell
epidermal Langerhans cell
transverse colon
eosinophil granulocyte
double positive thymocyte
dermal papilla
large airway epithelium cell
kidney
embryo
umbilical cord immature (transitional) B-cell
diencephalon
caecum (cecum)
fetal retina pigment epithelium cell
omental adipose tissue
umbilical cord naive B-cell
osteoblast
epididymal caput
hippocampus
bone marrow mononuclear cell
bone marrow polymorphonuclear cell (PMN)
heart right ventricle
fast-twitch muscle fiber
dermal papilla cell
bronchial (primary, main stem) epithelium cell
transiliac crest core
neonatal foreskin derived fibroblast
ascending colon
aortic (vascular) smooth muscle cell
satellite cell derived myotube
frontal pole
fetal retina pigment epithelium
chorion villus
reticular dermis cell
tracheal epithelium cell
colon polyp
colorectum
heart left atrial appendage
peripheral blood CD4 naive T-cell
Brodmann area 46
tarsal conjunctiva
scalp
substantia nigra
retina
heart right atrial appendage
slow-twitch muscle fiber
megakaryocyte-erythroid progenitor (MEP) cell
bone marrow CD4 T-cell
ileal epithelium cell
satellite cell derived myoblast
peripheral blood CD4 memory T-cell
gingiva
memory B-cell
colonic gland (crypt)
naive B-cell
internal (medial) globus pallidus
associative striatum
gall bladder
breast (mammary gland) stroma cell
late promyelocyte
mesenchymal stem cell derived adipocyte
cerebrospinal fluid cell
band cell
skin
vein
seminal vesicle
fetal retina
renal tubulointerstitium
sigmoid colonic mucosa
tonsillar T-cell
peripheral blood CD4 naive regulatory T-cell
microvascular endothelium cell
tonsillar germinal center B-cell
biceps femoris muscle
synovial fibroblast
early promyelocyte
artery
corneal limbus
peripheral blood CD4 memory regulatory T-cell
blood outgrowth endothelial cell
cornea
bronchial organotypic tissue culture
labial salivary gland
quadriceps femoris muscle
nasal organotypic tissue culture
peripheral blood tumor specific CD8 effector T-cell
coronary artery endothelium cell
activated memory B-cell
bronchial epithelium cell 3D culture
conjunctiva
granulocyte-macrophage progenitor (GMP) cell
cortical astrocyte
metamyelocyte
common myeloid progenitor (CMP) cell
myelocyte
skeletal muscle myoblast
cardiomyocyte (heart muscle cell)
prostatic stroma cell
rectum
anergic B-cell
sural nerve
tumor derived astrocyte
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V) Macrophages



Supplementary Figure S4

adipose stem/stromal cells

mesenchymal stem/stromal cells



mesenchymal stem/stromal cells

adipose stem/stromal cells



Supplementary Figure S6

adipose stem/stromal cells

mesenchymal stem/stromal cells



Supplementary Figure S7  :
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