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Supplementary Figure S1 : Ex.yivo validation of the TissueDecoder framework with an
independent dataset. A) Normalized expression of selected conventional markers from
literature; B) normalized expression of CellMaDe predicted primary markers; and

C) cell type composition prediction from CIBERSORT with the AT21 signature matrix.
The common x-axis above the figure denotes the reported cell type of the samples from
the validation dataset.
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Supplementary Figure S2: Primary and secondary markers for all 21 cell types. Bar plots show
the top ten cell type markers identified by the primary criterion and the secondary criterion of
CellMaDe. Below each column conventional markers are demonstrated with their associated
score. Bold font indicates the presence of the gene in the AT21 signature matrix and red colored
bars indicate the value of the (primary/secondary) criterion was negative. Letters in brackets (M:
membrane, E: extracellular, ME: both membrane and extracellular, or O: other) specify the gene
ontology cellular location of the corresponding protein.




Supplementary Figure S3. Tissue
expressions of the most significant
Primary Marker per cell type identified by
CellMaDe analyzed by Genevestigator
from 394 human anatomically annotated
tissue expression profiles.

The genes are predicted to be expressed
in A) Subcutaneous Adipocytes,
B)Pericardial Adipocytes, C) A. Stromal/
Stem Cells,D) Mesenchymal stromal/stem
Cells, E) Fibroblasts, F) Chondrocytes,
G) Osteoblasts, H) Smooth Muscle Cells,
I) Endothelial Cells, J) Erytrhoblasts, K)
Platelets, L) Natural Killer Cells, M)
CD4+ T cells, N) CD8+ T cells, O) B
Cells, P) Plasmacytoid Dendritic Cells,
Q) Eosinophils, R) Neutrophils, S)
Myeloid Dendritic Cells, U) Monocyes, V)
Macrophages.

*The data is accessed on 12/08/2017.
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Supplementary Figure S7 : Estimated cell type fractions per adipose depot showing boxplots for the

four cell fractions from the ex-vivo reference dataset.
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Supplementary Figure S8 : Scatterplot comparing the cell type estimates based on the AT21
signature matrix to the estimates based on the ex-vivo reference dataset for 779 microarray adipose
tissue samples from four different adipose tissue depots. For the AT21 estimates, cell fractions have
been added up to resemble the less detailed cell fractions represented in the ex-vivo reference
dataset.



0.8

0.6 -
0.4 —
0.2 —
0.0 —

9 S O
3 & g
<2 = +
az 2 3
o4 & <

=

Supplementary Figure S9 : Barplot of estimated cell fractions (mean and standard deviation)
from adipose tissue stromal vascular fraction (SVF) deconvoluted using the ex-vivo reference
dataset. ' ) ' R
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Supplementary Figure S10 : Bean plots showing the population distribution of the cell type percentages for the heavier vs leaner twin, discordant study.
The y axis describes differences in estimated cell fractions between the heavier and leaner twin within a pair. P-values are provided above each bean.



