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Supplementary Figures

Supplementary Figure S1. A scheme depicting selection of CAD-associated loci for SMR/HEIDI analysis.
Supplementary Figure S2. A pipeline of extracting data from the previous studies on the genes potentially
associated with CAD.



Supplementary Figure S1. A scheme depicting selection of CAD-associated loci for SMR/HEIDI analysis.
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Supplementary Figure S2. A pipeline of extracting data from the previous studies on the genes potentially associated with CAD.
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