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Table S1. Data collection and refinement statistics for MERS-CoV RBD-dimer, Related to

Figure 2.

MERS-CoV RBD dimer
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0
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*Values in parentheses are for highest-resolution shell.



Table S2. Binding affinities of hACE2 to SARS-CoV-2 RBDs measured by SPR, Related

to Figure 3.

Kb (nM)
Mammalian-expressed | Baculovirus-expressed
hACE2 hACE2
Mammalian-expressed sc-dimer 1.86 (1.98)* 215 (206)
SARS-CoV-2 RBD Monomer 1.20 (1.03) 186 (187)
Baculovirus-expressed |\ mer 4.04 (4.54) 184 (187)

SARS-CoV-2 RBD

*Values in parentheses are Kp values by experimental repeat

Table S3. Binding affinities of hACE2 to SARS-CoV RBDs measured by SPR, Related to

Figure 4.
Kb (nM)
Mammalian-expressed | Baculovirus-expressed
hACE2 hACE2

Mammalian-expressed | sc-dimer 8.75 (8.37)* 2040 (1980)

SARS-CoV RBD Monomer 14.2 (14.3) 2220 (2190)
Baculovirus-expressed

P Monomer 12.3 (12.4) 1370 (1300)

SARS-CoV RBD

“Values in parentheses are Kp values by experimental repeat




