C1NH (SERPING1) and the contact system in COVID-19
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NSP2 (Non-structural protein 2, p65 homolog)

oy
-t
Le
=3
i)
SO
e
aal
)
zz
-

1.NSP2 CoV1 (638)
2.NSP2 CoV2 (638)
1.NSP2 CoV1 (638)
2.NSP2 CoV2 (638)
1.NSP2 CoV1 (638)
2.NSP2 CoV2 (638)

638)

(
(

1.NSP2 CoV1 (638)

2.NSP2 CoV2

638)

2.NSP2 CoV2 (638)

1.NSP2 CoV1

in 8)

structural prote

NSP13 (NTPase/Helicase)

1.NSP8& CoV1(198)
2.NSPE8 CoV2 (198)
1.NSP8 CoV1(198)
2.N5P8 CoV2 (198)
1.NSP8& CoV1(198)
2.NSPE8 CoV2 (198)
1.NSP8 CoV1(198)
2.N5PE8 CoV2 (198)

=32}
238
=2
Clc)
SO
mm
aa
gl
zz
<

1.NSP2 CoV1(638)
2.NSP2 CoV2 (638)
1.NSP2 CoV1(638)
2.NSP2 CoV2 (638)
1.NSP2 CoV1(638)
2.NSP2 CoV2 (638)
1.NSP2 CoV1 (638)
2.NSP2 CoV2 (638)
1.NSP2 CoV1(638)
2.NSP2 CoV2 (638)
NSP8 (Non
1.NSP13 CoV1 (601)
2.NSP13 CoV2 (601)
1.NSP13 CoV1 (601)
2.NSP13 CoV2 (601)
1.NSP13 CoV1 (601)
2.NSP13 CoV2 (601)
1.NSP13 CoV1 (601)
2.NSP13 CoV2 (601)
1.NSP13 CoV1 (601)
2.NSP13 CoV2 (601)
1.NSP13 CoV1 (601)
2.NSP13 CoV2 (601)
1.NSP13 CoV1 (601)
2.NSP13 CoV2 (601)
1.NSP13 CoV1 (601)
2.NSP13 CoV2 (601)
1.NSP13 CoV1 (601)
2.NSP13 CoV2 (601)

o

1.NSP13 CoV1 (601)
2.NSP13 CoV2 (601)



NSP14 (Non- structural protein 14, Guanine N7 methyltransferase)
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