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PAX6 _MOUSE  —-—--————-———————-——- MONSHSGVNQLGGVEFVNGRPLPDSTRQKIVELAHSGARPCD. . .
PAX6 HUMAN  —-—--—————————————- MONSHSGVNQLGGVFVNGRPLPDSTRQKIVELAHSGARPCD. . .
PAX6_ ORYLA MPOKEYHNQATWESGVASMMONSHSGVNQLGGVEVNGRPLPDSTRQKIVELAHSGARPCD. . .
PAX6 XENLA  ————-—————————————— MONSHSGVNQLGGVEFVNGRPLPDSTRQKIVELAHSGARPCD. . .

PAX6a DANRE MPQKEYYNRATWESGVASMMONSHSGVNQLGGVEVNGRPLPDSTRQKIVELAHSGARPCD. . .
PAX6b_DANRE MPQKEYHNQPTWESGVASMMONSHSGVNQLGGVEVNGRPLPDSTRQKIVELAHSGARPCD. . .
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Ex2
| Ex3
scale 18 ki |
chrTs | 15155000 1514aa?§| 151456 a8| 1s15a8a8| 15155864]
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reporter mRNA + mismatch MOs reporter mRNA + pax6a/b MOs
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