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Table S6 Sequencing primers of whole mtDNA genome 

No        5 ' position               Primer sequence(5’-3’) 

1            569                  F:AACCAAACCCCAAAGACACC 

2            626                  F:TTTATGGGGTGATGTGAGCC 

3            1305                 F:GTAAGCGCAAGTACCCACG 

4            2070                 F:AATTTGCCCACAGAACCCTC 

5            2797                 F:GTCCTAAACTACCAAACCTGC 

6            3568                 F:CGCTCTTCTACTATGAACCC 

7            4322                 F:ATAATAGGAGCTTAAACCCCC 

8            5061                 F:AGCAGTTCTACCGTACAACC 

9            5828                 F:GAAAATCACCTCGGAGCTGG 

10           6563                 F:ACCTCAACACCACCTTCTTC 

11           7336                 F:GATTTGAGAAGCCTTCGCTTC 

12           8080                 F:TCTTGCACTCATGAGCTGTC 

13           8815                 F:CTCATTTACACCAACCACCC 

14           9611                 F:TCCCACTCCTAAACACATCC 

15           10380                F:TCTGGCCTATGAGTGACTAC 

16           11107                R:TTCACAGCCACAGAACTAATC 

17           11381                R:AAGTGGAGTCCGTAAAGAGG 

18           12862                R:AAACCGATATCGCCGATACG 

19           13627                F:AAGCGAGGTTGACCTGTTAG 

20           14046                R:AATCTCCACCTCCATCATCACC 

21           15774                F:ACTGGTTGTCCTCCGATTCAGG 

22           15591                R:TTCGCCTACACAATTCTCCG 

 


