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Supplementary Figure 5. Pr incipal component analysis of the SNVs in the core genome.

A) Clade;
PC1,PC2

B) Country;
PC1,PC2

C) Clade;
PC1,PC3

D) Country;
PC1,PC3

A ) Principal components 1 and 2, colored by clade; B) Principal components 1 and 2, colored by isolation country;  C) Principal components 1 and 3, colored by clade; D) Principal components 1 and 3, colored by isolation country. 


