
●

●

●

●

●

●

●

●●

●

●

●

●

●

●

●

●

●●

●
●

●

●

●

●

●

●

●

●●

●

●

●

●

● ●

●

●

●●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

● ●

●●

●

●

●

●

●

●

●

●

●

●

●

●

● ● ●

●

●

●

●

●

●

●

●

●

●

●

●●

●

●

●

●

●

●

●

●

● ●

●
●

●

●

●

●

●

●●

●

● ●

●

●

●

●

●

●

●

●

●

●●

●

●

●

●

●

●●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●●

●

●

●

●● ●

●

●

● ●

● ●●

●

●

●

●●

●

●

●

●

●

●

●

●

●

●

●

●

●

●
●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●●

●
●●

●

●

●

●

●

●

●

●

●

●

●

●

●

● ●●

●

●

●

●

●

●

●

●
●

●

● ●

●

● ●

●

●

●

●

●

●

●

●

●

●

0

200

400

600

category

ge
ne

s

Supplementary Figure 6. Violin plot of the number  of genes inside spots and hypervar iable regions.
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