
S2 Fig. Workflow of quantification of amyloid proteins by mass spectrometry–

based quantification by isotope-labeled cell-free products (MS-QBIC). 

The workflow has two parts: the synthesis and quantification of the MS-QBIC peptides 

(left side) and the quantification of target peptides using the MS-QBIC peptide as 

reference (right side).


