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Figure S1 Taxonomic classification of key functional genes retrieved from the L- and M-vent chimeny.(a) The key genes 
enriched in the active L-vent chimney. (b) The key genes enriched in the recently inactive M-vent chimney.
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Figure S3 Maximum-likelihood phylogeny of soxB genes retrieved from L- and M-vent chimney. The red nodes represent the soxB genes
recovered from the active L-vent chimney, while the blue ones are those from the recently inactive M-vent chimney. Four soxB genes from 
M-vent chimney form a distinct clade (marked with red star) that different with other SoxB.     
 

Figure S9  Maximum-likelihood phylogeny of cyc2 genes retrieved from L- and M-vent chimney. The red branches represent the cyc2 
genes recovered from the active L-vent chimney, while the blue ones are those from recently inactive M-vent chimney. the green ones are 
those from subseafloor massive sulfide deposits [72] and the organe ones are those retrieved from inactive chimneys  [37]. 
The other reference sequences are come from Kato et al., 2015 [74]. Support for internal nodes was constructed from 1000 bootstrap 
replicates, black dots represent those nodes with bootstrap value > 70%, which is direct proportional to their diameter.
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