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Supplementary Figure S1. Experimental model of knee osteoarthritis (OA) by 

destabilization of the medial meniscus (DMM) in mice. (a) Chronogram of the 

experimental OA model.  (b) Representation of allele composition of Evcflox/-; UBC-

CreERT2 mice. In comparison to wild-type (WT) mice, Evcflox/- mutants have one copy 

of Evc inactive and the other one flanked by LoxP sites. The Evc null allele was generated 

by replacing exon1 of this gene by the LacZ reporter. Similarly, the first exon of Evc2 

was replaced by EGFP in the Evc floxed allele, while two LoxP sites (red triangles) were 

inserted in the intron 1 of each gene. Thus Evcflox/- mice only have one active copy of 

Evc2. 
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Supplementary Figure S2. Additional column measurements in the growth plate (GP). 

(a) Total number of cells (cellularity), (b) total number of columns, (c) mean column 

length and (d) number of cells per column in the growth plate (GP). Data are expressed 

as median ± interquartile range (IQR). NO-WT n=16; DMM-WT n=12; NO-EvccKO n=6; 

DMM-EvccKO n=12. 
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Supplementary Figure S3. Bone growth and quality assessment. (a) Mice Body weight 

at 12 weeks of age, just before DMM surgery in WT and EvccKO mice (WT n=11; EvccKO 

n=9). (b) Femur and tibia length at the end of the study, 8 weeks after DMM surgery. (c) 
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Cortical BMD in femur and tibia at the end of the study. (d) Trabecular BMD in L2 and 

L3 vertebrae at the end of the study. (e) Bone mineral density (BMD) in knee joint at the 

end of the study. Data are shown as median ± interquartile range (IQR). NO-WT n=8; 

DMM-WT n=8; NO-EvccKO n=3; DMM-EvccKO n=5 mice for vertebrae BMD 

measurements; NO-WT n=16; DMM-WT n=16; NO-EvccKO n=6; DMM-EvccKO n=10 

limbs for knee joint and femur and tibia measurements. 
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Supplementary Figure S4. Additional data referred to Figure 6. (a) Representative 

Safranin-O Fast Green stained femoral condyles sections with and without articular 

cartilage (AC) at x 2.5 magnification (bars=500 µm). (b) Full length western blot of 

aggrecan (AGG) and type II collagen (COL-II) in femoral condyles with and without AC 

of healthy WT mice, with reference to Figure 6. EZ Blue was used as loading control. 

Columns 2 and 7 of the AGG western blot and loading control gel were selected as 

representative blots for Figure 6b. Columns 5 and 7 of the COL-II western blot and 

loading control gel were selected as representative blots for Figure 6d. 


