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Supplementary Figure S4. Sequence alignment of BnTR1 and SDR proteins. The 

amino acids in red color represent the typical motifs (Gly-X3-Gly-X-Gly), and a basic 

place (R49). The amino acids in grey represent the conserved residues that are 

responsible for catalytic function (N127, S155, Y168, K172, Y209). 

 

 


