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Sample #SN start end prob unique rescued position
C1 chr9 8521546 8523512 0.999 44 3 left
C1 chr9 8523524 8524924 1 37 0 right
C1 chr9 8521546 8524924 0.204 12 0 both (skipping)
C2 chr9 8521546 8523512 0.999 40 3 left
C2 chr9 8523524 8524924 1 31 0 right
E1 chr9 8521546 8524924 1 26 0 both (skipping)
E2 chr9 8521546 8524924 0.108 25 0 both (skipping)

SHANK2
Sample #SN start end prob unique rescued position
C1 chr11 70333825 70335432 0.16 2 0 left
C1 chr11 70335453 70336380 0.88 12 0 right
C1 chr11 70333825 70336380 0.679 7 0 both (skipping)
C2 chr11 70333825 70335432 0.999 6 0 left
C2 chr11 70335453 70336380 0.698 16 0 right
C2 chr11 70335453 70336407 0.867 1 0 right
C2 chr11 70333825 70336380 0.537 2 0 both (skipping)
E1 chr11 70333825 70336380 0.601 9 0 both (skipping)
E2 chr11 70333825 70336380 1 17 0 both (skipping)
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