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Figure S1. Amino acid sequence and SDS-PAGE analysis of the recombinantly expressed human 

Arginase-1 enzyme. (a) Amino acid sequence of full-length human Arginase-1 containing an N-terminal 

hexa-histidine tag and thrombin-cleavable linker. The N-terminal tag is indicated with negative numbers to 

allow direct comparison of this sequence with other human Arginase-1 sequences. (b) SDS-PAGE analysis 

of the fractions obtained during affinity chromatography (indicated by the numbers 1 to 15). Fractions 6 to 

15 were combined to obtain the purified enzyme preparation shown in panel (c). M: marker; P: purified 

enzyme preparation.  
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Figure S2. Dose-response curves of inhibitors in the Arginase-1 colorimetric urea assay. (a) Dose-

response curves of ABH, nor-NOHA and CB-1158 at pH 9.5 and (b) at pH 7.4. The data points represent 

the mean of four technical replicates. Error bars indicate standard deviation. Missing error bars indicate that 

these errors are smaller than the symbol size. 

 

 

 

Figure S3. Individual surface plasmon resonance sensorgrams of Arginase-1 inhibitors at pH 9.5 and 

7.4. The displayed graphs present the same data sets as in Figure 3, but with the absolute responses and a 

longer time scale for the inhibitors with long target residence times. The colored lines show the actual 

response determined by SPR, while the black lines displays the fit obtained using a 1:1 binding model. 


