Supplemental data SD1: RT-PCR gene expression analysis and reference gene variation

Figure SD1a: SH2B3 relative expression (normalized to GAPDH) at time point pre-OP correlated to

relative left ventricular ejection fraction (ALVEF) relative longitudinal axis strain (ALAS) and relative

maximum upslope epicardial as well as endocardial at day 180/0 (normalized to pre-OP) for Non-
responder and Responder; Mean£SEM; * P<0.001, ** P=0.024 (t-test); *** P=0.015, **** P=0.038

(Mann-Whitney Rank Sum test) compared to Non-responder
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Figure SD1b: Correlation between SH2B3 relative expression (normalized to GAPDH) and circulating

mononuclear cells (MNC) in peripheral blood for Non-responder and Responder at time point pre-OP;
MeanzSEM; * P=0.037 (t-test); ** P=0.041, *** P=0.015, **** P=0.006 (Mann-Whitney Rank Sum test)

compared to Non-responder
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Figure SD1c: SH2B3 relative expression (normalized to POLR2A) at time point pre-OP correlated to

relative left ventricular ejection fraction (ALVEF) relative longitudinal axis strain (ALAS) and relative

maximum upslope epicardial as well as endocardial at day 180/0 (normalized to pre-OP) for Non-
responder and Responder; Mean+SEM; * P<0.001, ** P=0.024 (t-test); *** P=0.038 (Mann-Whitney

Rank Sum test) compared to Non-responder
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Figure SD1d: Correlation between SH2B3 relative expression (normalized to POLR2A) and circulating

mononuclear cells (MNC) in peripheral blood for Non-responder and Responder at time point pre-OP;

MeanzSEM; * P=0.037 (t-test); ** P=0.041, *** P=0.006 (Mann-Whitney Rank Sum test) compared to

Non-responder
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Figure SD1e: SH2B3 relative expression (normalized to GAPDH/POLR2A) at time point pre-OP

correlated to relative left ventricular ejection fraction (ALVEF) relative longitudinal axis strain (ALAS)

and relative maximum upslope epicardial as well as endocardial at day 180/0 (normalized to pre-OP) for
Non-responder and Responder; MeantSEM; * P<0.001, ** P=0.024 (t-test); *** P=0.038 (Mann-

Whitney Rank Sum test) compared to Non-responder
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Figure SD1f: Correlation between SH2B3 relative expression (normalized to GAPDH/POLR2A) and

circulating mononuclear cells (MNC) in peripheral blood for Non-responder and Responder at time point
pre-OP; MeantSEM; * P=0.037 (t-test); ** P=0.041, *** P=0.006 (Mann-Whitney Rank Sum test)

compared to Non-responder
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RT-PCR gene expression and RNAseq variant calling GAPDH and POLR2a/RBP1
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RT-PCR gene expression and RNAseq variant calling GAPDH and POLR2a/RBP1
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