
Cycles needed to converge

1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 19 29 84

6702

5606

4211

1739

628
199 82 40 18 10 5 1 1 1 2 1 1 1

Cycles needed to converge
(in fractions of maximum number of mutations)
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Differences in α parameter before and after fitting
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Differences in β parameter before and after fitting
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