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Fig. S9 Structural comparison of GABAB with mGlu receptors. a-b Extracellular 

view of the superposed TM bundles of GABAB and mGlu5 in inactive apo state (grey; 

PDB code: 6N52) (a) and active state (pink; PDB code: 6N51) (b). The TM5 helices of 

GABAB receptor are closer compared with that of the inactive mGlu5 receptor 

measured at the closest separation of TM5 helices. c Superimposition of TM domains 

of inactive GABAB receptor, inactive mGlu1 (PDB code: 4or2) and inactive, apo 



mGlu5 (PDB code: 4oo9, 6N52). Red arrow represents the conformational difference 

of TM5, TM7, ECL1, ECL2, ICL3 between the GABAB and the mGlu receptors. 


