Supplemental Table 4. Indicator species analyss (set to "genus
indval' (indicator value; this value is a product of relative abundance and freqy

level) for fulldataset. Analysis was conducted using the 'indvalfunction within the ‘labdsy’ package in R using default parameters. Data generated includes.
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‘freq’ (relative frequency of the taxon across all replicates for a module). ‘with p-value les:

Mode Name Jintval __|pvalve _|irea___[omain prytum__[ctass Jorder [Famity [senss

10%c ofan 30285954 0009 Bacteria Proteobacter Vossita
10%Cose 3 osisesiss 0002 Bactera Proteobacte Alphaproteakactei hizobales Awranimonadaceae Aureimons
10%Cayiose 3 oausis 0001 acteria Proteobacter Alphaproteoboter Rhizobales Rhicbioceae €
10%C_nfose 3 odosma06 0002 Bacters Prtcotacts Aphprtectacr. Rl ?

10%Cnfose 3 o30sm0t 0002 Baceria Protecbactes Alhaproteobacter ; :
10%C_xylose 3 0.2989011 0.001 Bacteria Prot «wbnnav Alphaproteobacteri: Rhunbmlzs Phyllobacteriaceae  ?

2,400 6 oasasisa 0038 Bacters "

cliose 13 ossestss 0001 Bacteia reabectes st st Srachicbiaceae 7

ellose 5 0505 0005 Bacteris Proteobacter Alhaproteobocter Rizobiales Rhiobioceae  Kaisia
clliose 13 04305128 0001 Bactrla Proteobacte Alphaproteakactei Rhizobales Rhiobiacese 7

clliose 3 oe 0004 Bacteria Actinobacte Actinobacteria_{cla Micrococcales Micobacteriacese  Agromyces
ellose 13036633 0012 Bacteia Fimicutes  Cosrda Josidales Ruminococcaceas  Ruminiclostridum_t
clliose B3 oslsise 0001 sacteria Protecbacter Alphaproteobacter Rhizobales Fyphomicoiaccae  Dovosia
celliose 13 ozsseees7 0031 Bacteria Ghlorofen Kiedonoborteria  Kicdonabacteales

celliose 13021 0009 Bacteia Proteot Reyranella
clliose 5 02mes 00w sacteria Proteot sphingomonas
ellose 13 0223 0031 Bacteris Proteobacter Alhaproteobocter Ricketsiales Rttt rcarae ot Ol
clliose 13 01771059 0030 Bacterla Pt A R Bradyrhizoblaceae  Bradyhizon
iin s o 0001 Bacers Samanels
hitin 10 036571425 0041 Bacteia oo g Ovpgaes Ghiinophagaceae  hiinophaga
ciin 1 ozl 00 sacteria Frmiautes  Clost Josridales Clostidaceae. 1 Clostridum.sens_siicto_8
ertarnyin 22 0s7assses 0001 Bacters miotes Gonride Gostridles Gostidiscese 1 Clostridam_semsu_stricto_12
gertamycin 22 oaisie17 0001 Bactera

Gentamycin 22 o3eenss 0001 Bacteria Protecbacter Variovoran
syl 2 0203333 0028 Bacters ProteobacterBetaprteobacieria Rhodocydales Rhodorylacese 7
heat_acetygluccsamine 26 058064516 0001 Bacters Fimicutes Negatiicutes  Selenomonadales Vellonellaceae  Propionispora
heat_n-aceyllucosamine 28 Ose7idsss 0002 Bacters Firmiautes  Bacli Saclales Panococcacese 7
heat_n-aceyllucosamine 28 053055706 0002 Bactera Firmicutes  Bacll Baclales Paeniacilaceae  Brevbacilus
heat_n-aceyllucosamine 5 o 0003 Bacteria Firmiautes  Badli saclales Pacnibacilaceac  Ancurinacils
heat_n-aceyllucosamine 8 043530079 0001 Bacters Firmicutes  Bacli Saclales ? ;
heat_n-aceyllucosamine 28 0393 0015 Bactera Firmicutes Negatiioutes  Selenomonadales Vellonelaceae
heat_n-aceyllucosamine 28 023496503 0048 Bactera Firmiauies Negatvicsies  Selenomonadales Veilonellacese  Sporomusa
heatxlan 29 057503784 0001 Bacters Protecbacter Gupriavidis
heat_mfan 29 05279162 0009 Bactara Fimicutes Bacil sacilaes Paenibacilaceae  Conela

st lan 29 02014958 004 Bacters Firmiaies Costrida Clstrdiales Clstidaceae. 1 Clostridum_sens_siricto_3
heatylose 30 00gs20366 0004 Bactera Firmicutes  Bacli Saclales Paeniacilaceae  Paenibailis
Iate_an 33 02726572 0001 Bactera Pedobarter
late_aan 3 oi 0008 Bacters Proteobactes Alphaproteobocter Rizobales Methobacterisceae. Methylobacterium
aht mose 37 oasenzz 0001 Bacters Actincbacter Actinobacteia (cla Cornebacteriales Nocardiceae hoococcus
pecin 3 0s957s 0005 Bactera Proteobactes Alphaprotcobacter Rhizobales Sradyhcbisceac  Bosea
e 4 03333 0011 Bacters Wieibacter
PH8 fan s o 0o e Proteobacte Alphaproteokactei hizobales Rhiobiaceae  Rhzoblum
orsylan s 0002 Bacteria Proteobacter Alphaproteobacter Rizobales Fyphomicrobiaceae 7
potassumnirate 5 oasmssla 0001 Bacteria Fimicutes  Costrda fosridales Gostidiacea. 1

potassumnirate 53 0372 0001 Bacteria Firmiaites Cosidia Clostridales Clostidaceae 1 Clostridum_sens_siicto_1
potassiumnitrate 53 0291771035 0.015 Bacteria Firmicutes  Clostridia Clostridiales Clostridiaceae_1 Clostridium_sensu_stricto_6
it glucose 57 osssou 0001 Bacteria Firmicutes  Bacli Baclales Bacilacese Terbacilus
it glucose 57 0322315 0001 Bactera Firmiaites  Badli Saclales sacilaceae Sacilus

it sl 57 0e6ees67 0037 Bacters E )

St racetylgluosamine S8 055737705 0001 Bacters Fimicutes  Bacil sacilales sacilaceae

it nacenglucosamine 58 04suss9 0001 Bacteris Actinobacte Actnobacteri_{cla Micrococcales Micrococcaceae  Pacriglutamicibacter
sltfan s 05772727 0001 Bactera Actinobacter Actinobacteia(cla Micrococales Promicromonosporace

SltCoan 59 05610%%6 0002 Bactera Actinobacte Actinobacteria_(cla Micrococcales Demequinaceac | Demecuina
sltfan 5 04 0017 Bacters Proteot Acetobacter
St s 04 0014 Bacters Aeromonas
sltan 5 04 0012 Bacers Panctomyce Zaarindla
sltfan 59 03971304 001 Bacters et Aunobacir. el e Migobacieriaceas

Sltoan s 030857 0042 Bacters ot Gammapretac Psiomorsi Morasellaceae  Acinetobacter
ey 59 03 0019 Bacters s T H >

sltan 59 02857129 002 Bacters m\mm.smmmw Legionelles : :

SltCoan 5 022329 0004 Bactera cinococcus Deinococe Thermaceae Thermus
sltfan s 025 0014 Bacters

St 59 02630343 0001 Bactera Renabmce Acmocer. e Mitrococtes Micococcacese 7

ey 59 021 0037 Bacers Chlorofen Chloroflia  Kallotenuales Akwe: >

sltfan 59 022857163 0042 Bacters Bacteridete Spingobacteria  Sphingobadteiles AKYHTS7 ?

Sltoan s 021506 0025 Bacters Acidobacter Holophagae  Acdobacteria_group_Tb :

sltCoan 59 0215977 0004 Bacteris Actinobacte Actinobacteri_{cla Micrococcales Viococcacese  Arrabacter
sltan 59 02156z 0016 Bacters Firmicutes  Bacll obacilles Streptocociaceae  Lactococes
Sltaan 59 021526718 0014 Bacera Firmiautes  Bacli ilales sacilaceae Geabacilus
sltofan s 2 0046 Bacters Prcomacis Dtapcscrs ool st :

salt_xylan 59 02 0.022 Bacteria Ca._Hydroge 7 ? ?

sltan 5 02 003 Bacers Reimamace ciobacers.(da franles Sporchiaceae 7

salt_xylan 59 0.18461538 0.042 Bacteria Planctomyce Phycisphaerae Phycisphaerales Phycisphaeraceae SM1A02
Sltoan s o1 007 Bacters Actinobacte Actinobacteri_(dla Microcoecl Inrasporanglaceae

ity 5 0a7eolss 0082 Bacters Chorofen Chorafe._Subiv Git-G5.136 ?

salt_xylan 59 0.173¢ 1 0.049 Bacteria Actinobacter Actinobacteria_(cla

it 59 01623077 004 Bactera nctnabacter Actinabacterio_

slt ose @ 07354262 0003 Bacters Actinobacte Actinobacteri_{cla Micrococcales Celllomonadacese 7

it ofose 60 059710843 0004 Bactera Firmicutes  Bacll Lactabacilles Gmobacterscese  Desemzia
St ose @ o472 0002 Bactera Actinobacte Actnobacteri_{cla Micrococcales Sogoriclaceae | Georgeia
slt fose © 04 0019 Bocters Actinobacte Actinobactera_(cla Cornebacteriales Mriobactersceae 7

St lose @ 03 0002 Bacters ? ? ? ? :

slt ose © ox 24 Bacte ;

st lose 6 02857129 0026 Archac Eumrchoca Thrmaiamta  Ware Group ; ;

it nose @ 022329 0005 Bactera Choroten 5085 ? :

slt ose 6 02666667 0033 Bacters Gemmatime Longimi eimicrobiales ? ;

it ofose 60 02666667 0043 Bactera eneamte ipaproreobactr Rsonales w7 :

ltnose @ 021 0037 Bacers alanacro Halanaerobale. . H :

slt fose @ 02311111 0023 Bacters Protecbacter Alhaproteobarter Sphingoronadales ? ?

St ose @ 016 00d6 Bacters Protecbacter Gammaproteobact Legionelales Conelncese Aauicella

il oxtract &1 osss7is 0001 Bacteria Proteobacter Polaramonas
Siloxtact 61 099292035 0001 Bacters Bacteroidetc 7 ? ? ?

Sl oract 098534798 0001 Bacteria ertucomicn

et G osEEs 0001 Bacters Proteot Cavlobacter
Sl oxract 6 osso 0001 Bacteria BacteoideteCtnophagia  Chtincphagales Chltiophagaceas  Paraiimonas
il_oxtact G ossezrsz 001 Bactera a :

sl xract 1 osesEst 0001 Baceria Proteot s Cauobacteral a

Sl oxract 6 osossssa 000l Bacters Proteobacte

il_oxtract G 0872005 0001 Bacters Bacteroidee Ctopha Groshagales Fmenaoacieracese  Adhaerbocer
iloxtact 61 085106383 0001 Bacters e e Ghiinophagaceae  Tertmonas
Sl oract 6 0sos323 0001 Bactera Verrscomic O Opittaceat opittes
et 107087 0001 Bacteria Prccci setammeobacteria Buwam.ﬂ ?

Sl oxract 61 07915579 0001 Bactera ”

il_oxtact G o785y 0001 Bactera d Fiaviales

sl xract 6 077419355 0001 Bacters Fibrobactre Fbrobacteria  Fibobacteeles Fibrobacteraceas 7

ol exract 61 07407407 0001 Bacters Bactercdete Spingobacteria  Sphingobacteriles NS13-12_marine_grot?
il_oxtract G o7mlse 0001 Bacteris erucomicn ;

iloxtact 6 0eomI3 0001 Bacters Bacteradete Chitnophagla.  Chitinophagales ? :

Sl oract G oss3sr 0001 Bacera Bacteridet Citnophagia  Chtinophagales Chiinophagaceae  Flavisoliacter
et G 0677193 0001 Bacteris Verruconi Haloferula
Sl oxract 61 051679 0001 Bactera Anmatimons Fimbrimonadia  Fimbrimonadales : ;
il_oxtact 1 ostsisis 0001 acteria Bacteridet Sphingobacieia  Sphingobacieriales : :

sl xract 6 05977419 0001 Bacters Bacteroidete Spingobacteria _ Sphingobacteriles envops_17 ?

Sl oxract 6105907433 0001 Bacters

soil_extract 61 057142857 0.005 Eukaryota_(Chloroplast) ? ? ? ? ?

iloxtact 61 056407501 0001 Bacters Bacteroidete Chtnaphagia _ Chtinophagales Chtinophagaceae  Taiviela
Sl oract G osseolsi 0001 Bacera Actingbacter Actingbactaa (cla Micrococcales Vicrobacteiaceae 7
et G 0ss3MEIS 0001 Bacters Proteot Rosearmoras
Sl otract 6 05333 0001 Bactera Proteot :
ot 6 oasosr 001 Bactera Bacterodete Cyophagia  Cytophagales Crophagaceoe 7

sl xract 61 0474268 0001 Bacters Ammatimona ?

Sl oxract 61 oasisasss 0001 Bacters Protect ;
il_oxtract G 0amIes 0001 Bacters Bacterodete Cyophagia  Cytophagales Greabacterscese 7

iloxtact 61 0401954 0001 Bacters d a

Sl oract G 04061507 0001 Bacera Protecbacter

et 61 0405 0001 Bactria I Acidbacter
Sl otract o 04 0016 Bacters Proteot Acdocella
ot @ 04 001 Bacers Proteobacter Alphaproteobacter Sphingomonadales 758

sl xract 6 037019 0015 Bacters Pt A et Rt rere ?

Sl oxract 10358519 0009 Bacterla ) :
il_oxtract 0323077 0001 Bacteria Ve JA— ;

iloxtact 61 036523077 0004 Bacters e Aphoprtecbacst Rodesilles 110 :

Sl oract 6 033636 0001 Bacera Bacteridet Citnophagia  Chtinophagales Chiinophagaceae  Fenginibacter
et 6 03 0002 Bacters ;

Sl otract 6 034709764 0001 Bactera Vertucomicn OPB35.soi_group 7 ; :
ot G oseoi 0001 Bacteria Chrofen Chlorofen Subei? :

sl xract 61 03913053 0004 Bacters Bacterodete Chitnophagla  Chitinophagales Ghtinophagacese  Segetibacer
ol exract a 03 00 Bacera Bacteroidete Cyophagia  Cyiophagales Cposhagacese Rhodooytophaga
soil_extract 61 0.2970297 0.001 Bacteria Protecbacter Alphaproteobacteri Rhizobiales Phyllobacteriaceae  Mesorhizobium
soil_extract 61 029333333 0.035 Bacteria Planctomyce Phycisphaerae Tepidisphaerales ? ?

Sl oract G 02059829 0004 Bactera Panciomyce Gemmata
et 6 0287109 0033 Bacters Bacteroidet Spingobacieria _ Sphingabacteiles PHOS-HESL ;

Sl otract 61 0274gses3 0005 Bactera Panctomyce Phycisphaerse _ Tepidsphacrales Tepidsphacraceae

ot Gt o2seesss7 004 Bactera Pttt Attt bl Yaninobacersceae  Starkeya

sl xract 61 026666667 0026 Bactera Planctomy Rhodopirellla
ol exract 61 0250501 0008 Bacters rotechactor Alphaprotecbacteri Rhzobals Vethyobscteraceae 2
il_oxtract G 025t01% 0003 Bactera Sacteroidete Cyoptagia . Criophagales Grtophagaceae dotacier
iloxtact 6 0287795 001 Bacters Protedbacter Alhaproteobacters Rizobales Methobacterisceae. Microirga
Sl oract 6 021 007 sacers Pttt Attt b Nanihobacteraceae  Pseudolabrys
et 6 02 0005 Bacters ProteobacterDetaproteabacteri Myococcales Sardarackarese 7

Sl otract 6 0 0023 Bacters Bauermdels Ghnapg  Chtopnagais Chitiophagaceae  Niastella
ot G oiswatss 0041 Bacera H :

sl xract 6 01 0016 Bcters

Sl oxract 61 018604651 0035 Bacters Proteobacte Alphaproteokactei hizobales Yanthobacteraceae  Varilacter
il_oxtract @ om 0021 Bacers

Siloxtact 6 o263 001 Bacters Protedbacter Alpaproteobacter Rizobales Yanthobacteraceae 7
Sreptomydn G orsmsss 0001 Bacera Protecbacter

sreptomyain G o7mss 0001 Bacteris

treptomycn 62 077419355 0001 Bactera Actinobacter Actinobacteia_ (cla Micrococcales Miobacteriacese  Lelfsonia
treptomydn G o7soswic 0001 Baceria Firmiautes . Bacli cabacilales lacabacilaceae Lactopacilus
Streptomyan G osmIH 0001 Bacters Acidobacter Salbactres_{Acc Slibacteraes Solbacteraceae Ca,_Solcter
sueptomyein @ 06 000t Bacers oyl
Streptomyn @ 06 000l Bacers Sacteroidetc Sactroidetesva 7 h >
streptomycin 62 055782019 0.001 Bacteria Proteobacter A\phapm\euhae{en Rhizobiales Phyllobacteriaceae  Phyllobacterium.
Sreptomyn @ 04 0014 Bacers Firmicutes Clostidales dhnospiraceae Roseburia
sreptomyain @ 04 001 Bacers e saerods ovcmadies Porptyromonadacese Pl becter
treptomycn 6 04 0014 Bacters :
treptomydn G osssse 0008 Bactera Bacteridetc acteroidia | Baceradales Prolbaceraceac  BSVI3
Streptomyan G 02356072 0011 Bacters ?
sueptomyein 6 0226086% 0005 Bacters - nquiings
iose 66 oseo0is 0001 Bacteris Actinobacte Actinobacteria_{cla Micrococcales Vicrococcaceoe Pacnartrobacier



