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Fig. 2
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New alternative spliced form

Exon 2 Exon 8

Mdig WT

Exon 2 Exon 3 Exon 3 Exon 4
Exon 2

Mdig WT
Mdig WT

3000

2000
1500

1000

500

300

100

M    WT-1  KO-3

BEAS-2B  clones

mdig

spliced form

A. C.B.

Val

Exon 2 Exon 4

A549 KO-3

Val

B2B KO-4

Exon 2 Exon 4

Gly

A549 3B-1

Exon 2 Exon 4

Val

B2B KO-3

Exon 2 Exon 4

Fig. 3

3B-1 3B-2

A549 clones

mdig

1000

500

3000

KO-3 KO-4 M

A549 clones

mdig
1000

500

3000



Mdig locus

Alternative 

splicing

in KO clones

sgRNA-1

sgRNA-3

New stop codon

MPKKAKPTGSGKEEGPAPCKQMKLEAAGGPSALNFDSPSSLFESLISPIKTETFFKEFWEQKPLLIQRDD 

PALATYYGSLFKLTDLKSLCSRGMYYGRDVNVCRCVNGKKKVLNKDGKAHFLQLRKDFDQKRATIQFHQP 

QRFKDELWRIQEKLECYFGSLVGSNVYITPAGSQGLPPHYDDVEVFILQLEGEKHWRLYHPTVPLAREYS 

VEAEERIGRPVHEFMLKPGDLLYFPRGTIHQADTPAGLAHSTHVTISTYQNNSWGDFLLDTISGLVFDTA 

KEDVELRTGIPRQLLLQVESTTVATRRLSGFLRTLADRLEGTKELLSSDMKKDFIMHRLPPYSAGDGAEL 

STPGGKLPRLDSVVRLQFKDHIVLTVLPDQDQSDEAQEKMVYIYHSLKNSRETHMMGNEEETEFHGLRFP 

LSHLDALKQIWNSPAISVKDLKLTTDEEKESLVLSLWTECLIQVV 465

MPKKAKPTGSGKEEGPAPCKQMKLEAAGGPSALNFDSPSSLFESLISPIKTETFFKEFWEQKPLLIQRDD 

PALATYYGSLFKLTDLKSLCSRGMYYGRDVNVC

QCSETAV 109

-------------------------------------

----------------------------------------------------------------------

----------------------------------------------------------------------

----------------------------------------------------------------------

-----------

WT

KO

GE

Deletions

Fig. 4
A.

B.



Fig. 5

BEAS-2B Exon 5 A to C (NM_032778, 1330T to G)A.

BEAS-2B Exon 2 C to G (NM_032778, 626G to C)C.

A549 Exon 5 A to C (NM_032778, 1330T to G)B.

A549 Exon 9 C to T (NM_032778 1730G to A)D.
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