
Names of gRNA or primer Sequence 5'-3' Purpose Information
NSGT_no_deletion_F1 AGTCTTTGAGTTGCCCACAA NSGT  haplotype V deletion genotyping
NSGT_common_R1 GTGTACGTAAATGACAGTCGACT NSGT  haplotype V deletion genotyping
NSGT_deletion_F2 TACTAGAGAGCTCATACACAGGC NSGT  haplotype V deletion genotyping
fw3.2_dup_F1 GCTCCTGGATGTGTTATCAGGTCAG fw3.2  duplication genotypeing
fw3.2_dup_F2 AACGCCGATCCAGAGAAGACGAAC fw3.2  duplication genotypeing
fw3.2_dup_R1 CTA CAG GAA CTA TGA AAC TGT GTA CTC fw3.2  duplication genotypeing
fw3.2-F1  CACGCTCTTGGTCTTCTCCACACC SlKLUH  genotyping WT band is 690bp
fw3.2-R1 CCCTTTTCACCTTAACATGTCCATCGG SlKLUH  genotyping
MADS1_geno-F1 CACAATTCATGCTGGATCAGC ej2  weak allele genotyping
MADS1_geno-R1 CGGAGTAATCTATTAGATTCTGC ej2  weak allele genotyping
SLK_RT-F TTACTTTTGCTAAGAGAAGAAATGG j2  transposon allele genotyping
j2_geno2_rev CCGTCCTTTCTGTTTGTAGC j2  transposon allele genotyping
j2_geno4_rev GAATCCACTTAAGAATCTCTACC j2  transposon allele genotyping
00g179240_F ATGGTTCGAGGTAAAACCCAG sb1  CR-1 allele genotyping/ STM3 sequencing Digest PCR product with BslI, WT (367bp+22bp)/Mut (389bp)
sb1_ch01-1-R ATTATATCTGGATGAAGTACAACC sb1  CR-1 allele genotyping/ STM3 sequencing
CR-STM3-geno-F2 AGTACTAATTCCCTTCATCTAGA sb1  CR-1 genotyping Digest PCR product with BslI, WT (242+138)/Mut (380)
CR-11-geno_R1 AGATCTGATACGATCTGAACG sb1  CR-1 genotyping
SL3.0-RB-R ATCAAAACTCATTAGTCAAGAAGC Genotyping/seuqencing of TM3  in sb1  CR-1 PCR amplification of TM3 specific region, forward primer is CR-STM3-geno-F2
STM3_3p-R TTCATATAGTTTTCCTCTTGGAG Genotyping/seuqencing of TM3  in sb1  CR-1 Sequencing primer for TM3 PCR product
Jip56-TM3_F5 TTGGGCTGTTTAAAAGGTTACAGG sb1  CR-del genotyping No amplification in WT, 625bp in mutant
Jip56-TM3_R CTCAGTGTTTGACATTATTCTCATCAT TTCTAGTGTCGC sb1  CR-del genotyping
RT-PCR-STM3-F3 TCAATCTGTGGATATTCAGC qRT-PCR
RT-PCR-STM3-R3 AGACTTGCATCTTTCGAGCC qRT-PCR
RT-PCR-TM3-F4 TACAGTATATGCAGCATGAG qRT-PCR
RT-PCR-TM3-R4 TTAGTCGCTCAACCTGTTCC qRT-PCR
qRT-UBI-middle-F CGTGGTGGTGCTAAGAAGAG qRT-PCR
qRT-UBI-middle-R ACGAAGCCTCTGAACCTTTC qRT-PCR
Solyc03g114940_gRNA1 ATGAAGAGAAGAGAGTATTC CRISPR guide targeting KLUH  exon1
Solyc03g114940_gRNA2 CTTGAAAGCTGAATCGTTAA CRISPR guide targeting KLUH  exon1
Solyc03g114940_gRNA3 AGTATTTCCTTCGCAGTTTC CRISPR guide targeting KLUH  exon1
Solyc03g114940_gRNA4 ACTGTTGTTTCACAGAGCGA CRISPR guide targeting KLUH  exon1
sb1_gRNA1 GAAAGTAACTTGTCTGCTTG CRISPR guide targeting the STM3/TM3  common exon
sb1_gRNA2 GTTCTCTATACGCCTCATCT CRISPR guide targeting the STM3/TM3  common exon
sb1_gRNA3 GCATCAGCATCTAACAACGA CRISPR guide flanking STM3/TM3  locus
sb1_gRNA4 GTATTATTCTCTATACACTT CRISPR guide flanking STM3/TM3  locus
sb1_gRNA5 GCCTACATACACTGTGTCCG CRISPR guide flanking STM3/TM3  locus
sb1_gRNA6 CTTTGTTGATGGCCTCATAA CRISPR guide flanking STM3/TM3  locus

Table S6. A list of primers and gRNA sequences used in this study, related to STAR Methods.

Three-primer PCR (F1, F2 and R1). 
The product from deletion haplotype is about 3.5kb
and without deletion is about 2 kb.
F1+R1 amplifies from single-copy and duplication; 
F2+R1 only amplifies in duplication (~300bp product).


