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Genomic coordinate (chr10) “-” strand
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Genomic coordinate (chr12) “-” strand

‘—r TSS NFIC Skipped Exon
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Genomic coordinate (chr19) “+” strand
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S
H |
i |

98431133 98431773 98432334 98432895 98433456 98434092
Genomic coordinate (chr3) “+” strand

|—>TSS ATG7 Mutually Exclusive Exons
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Genomic coordinate (chr3) “+” strand
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Genomic coordinate (chr7) “+” strand

PCBP1-AS1 Mutually Exclusive Exons
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Genomic coordinate (chr2) “-” strand
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Genomic coordinate (chr7) “-” strand

VTSS CD99P1 Skipped Exon
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Genomic coordinate (chrX) “+” strand

FBRSL1 Skipped Exon
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Genomic coordinate (chr12) “+” strand

F’TSS SMTN Skipped Exon
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Genomic coordinate (chr22) “+” strand

TSS ANKRD13A Mutually Exclusive Exons
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Genomic coordinate (chr12) “+” strand

TSS FOXJ2 Mutually Exclusive Exons
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Genomic coordinate (chr12) “+” strand
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Genomic coordinate (chr1)
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145159139 145161836 145164326 145166798 145169247 145171721
Genomic coordinate (chr4) “-” strand



