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Liu HL et al., Supplementary Figure S2
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Liu HL et al., Supplementary Figure S3
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Liu HL et al., Supplementary Figure S4

mTORC1

p70S6K

p16/p21

Cell cycle arrest

Senescence

Stress (Dox, H2O2)
MHY1485

Rapamycin

siRNA

DNA damage 
accumulation

SASP

Heterochromatin 
organization

Chaetocin


