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Liu HL et al., Supplementary Figure S2
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Liu HL et al., Supplementary Figure S3

H
3
K
9
m
e
3

H
P
1


D
A
P
I

CT H2O2 Rapa Rapa+H2O2

H
3

K
9

m
e3

 f
o

ci
 n

u
m

b
e

r
/p

e
r 

c
el

l

CT
H2

O2

Rap
a

Rap
a+

H2
O2

** *

*** ***

H
P

1
 In

te
n

si
ty

CT
H2

O2

Rap
a

Rap
a+

H2
O2

0

200

400

600

* *

** ns



Liu HL et al., Supplementary Figure S4
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