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Supplemental Figure 1: (A) Mean natural log probabilities of data across 15 replicates against
number of clusters (K) for the Structure runs. (B) Delta K (as calculated per Evanno et al. 2005)
across 15 replicates against number of clusters (K) for the Structure runs.
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Supplemental Figure 2: Structure plot for the 66 reference samples caught outside of the hybrid
zones along with five Longnose Sucker (LNS) from the Big Sandy and four Razorback Sucker
(RBS) from the San Juan River. These samples were all used in the phylogenomic study of
Catostomus (Bangs et al. 2018) where sampling locations are detailed. All reference samples
assigned to only one cluster and are colored in the same matter as Figure 2. Abbreviations
include Bluehead Sucker (BHS), Mountain Sucker (MTS), Desert Sucker (DES), White Sucker
(WTS), Flannelmouth Sucker (FMS), Sonora Sucker (SOS), Utah Sucker (UTS), Rio Grande
Sucker (RGS), Longnose Sucker (LNS), and Razorback Sucker (RBS).



