
Supplementary Fig. 1. Receptor-binding domain and mutations within the ‘S’ protein of the Indian severe acute respiratory syndrome 
coronavirus 2 mapped on the respective modelled structure (A) Side view (B) Top view.
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Supplementary Fig. 2. Conformational B-cell epitopes predicted on the S protein of the Indian severe acute respiratory syndrome coronavirus 
(SARS-CoV-2) using the pre-fusion structure of SARS-CoV-1 (6ACC.PDB; 87.29%) (colour key: blue - epitope 1; green -  epitope 2; yellow 
- epitope 4; pink - epitope 5 as indicated in Supplementary Table III) (A) Top view (B) Side view.
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