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Supplementary Figure 1 Methylation profiling of Zacl promoter and correlated gene set
enrichment analysis in GSE68339
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Supplementary figure 2 Status of Zacl expression (aligned with samples of TCGA-CESC), copy
number variation, and somatic mutation in HeLa, SiHa, and Caski cervical cancer cell lines.
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Supplementary Figure 3 Status of Zac1 expression, methylation profiling on Zacl promoter, copy

number variation, and somatic mutation in TCGA-CESC
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Supplementary Figure 4 The original western blots presented in Figure 8. (With the combined signal on membrane and multiple

exposure timepoints)



