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Figure S1. Differential expression of HuERF1 in various tissues (root, stem, petal, calyx and squama).
Bars with different letters indicate significant difference at p < 0.05. Mean values and SDs at least for
three biological replicates are shown.
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Figure S2. Differential expression of HuERF1 in HuERF1 overexpressing transgenic Arabidopsis lines
and WT. Bars with different letters indicate significant difference at p <0.05. Mean values and SDs at
least for three biological replicates are shown.



Table S1. Primers used in this study.

Primer Name

Primer Sequence (5'-3")

Primers for constructing expression vector

HuERF1-OE-F
HuERF1-OE-R

TGACCATGGTAGATCTGATGTGTGGCGGTGCAATCTT
CTTCTCCTTTACTAGTAGCAGCAGAAGAAGGAACATC

Primers for transactivation assay of HuERF1

GAL4BD-HuERF1-F
GAL4BD-HuERF1-R
GAL4BD-HuERF1-N-F
GAL4BD-HuERF1-N-R
GAL4BD-HuERF1-C-F
GAL4BD-HuERF1-C-R
BD-HuERF1-DO-N-F
BD-HuERF1-DO-N-R
BD-HuERF1-DO-C-F
BD-HuERF1-DO-C-R
BD-HuERF1-DO-F
BD-HuERF1-DO-R

GGAATTCATGTGTGGCGGTGCAATCTT
AACTGCAGTTAAGCAGCAGAAGAAGGAAC
GGAATTCATGTGTGGCGGTGCAATCTT
AACTGCAGCTGCGTCTITCCTCTGCTTCT
GGAATTCAGGAGACGACGTCGTITAC
AACTGCAGTTAAGCAGCAGAAGAAGGAAC
GGAATTCATGTGTGGCGGTGCAATCTT
AACTGCAGATTGGGGAAGTTCACCTITGG
GGAATTCTACAGAGGGATCCGGCAG
AACTGCAGTTAAGCAGCAGAAGAAGGAAC
GGAATTCTACAGAGGGATCCGGCAGCGA
AACTGCAGATTGGGGAAGTTCACCTTGGC

Primers for gRT-PCR

HuERF1-RT-F
HuERF1-RT-R
HuEF1-a - F
HuEF1-a - R
CATI1-F
CAT1-R
CSD1F
CSDI1R
FSD1F
FSD1R
APX2-F
APX2-R
AtActin2-F
AtActin2-R

GCCTGTGACCCAGCAAGTGA
CATCCAGATAGGGAAGTTCGTAGAA
CCCTGGTCAGATTGGAAACG
TCCCTCACGGCAAAACGA
CGCCATGCCGAAAAATACCC
CTITGCCTGTCTGAATCCCAGGAC
TGATGGAACTGCCACCTTCACA
ATGGCCTCCCTTTCCGAGGT
GCTCGGCTCTTTCCCATTGC
CAGCTTCCCAAGACACAAGATTGG
GGACGATGCCACAAGGAT
CGACCAAAGGACGGAAAA
GGTAACATTGTGCTCAGTGGTGG
AACGACCTTAATCTTCATGCTGC




