
Supplemental Table S7. QUAST (Gurevich et al. 2013) analysis of de novo assembly of NA12878 from 
TELL-Seq data. 

 

*All statistics are based on contigs of size >= 500 bp, unless otherwise noted (e.g., "# contigs (>= 0 bp)" 
and "Total length (>= 0 bp)" include all contigs). 
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