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Validation

All mass spectrometry datasets generated during this study have been deposited at the Mass Spectrometry Interactive Virtual Environment (MassIVE) at the

University of California at San Diego, (https://massive.ucsd.edu/ProteoSAFe/static/massive.jsp), under the ID code MSV000085584. All other data are available

from the corresponding author upon request.

Experiments were generally performed in triplicate, as is standard. For colocalization studies, the number of individual cells for each analysis

was pre-determined.

A single lipidomics sample (ZIKV 24 hpi) was identified as an outlier via rMd-PAV and Pearson correlation between all samples, and was

excluded from further analysis as detail in the Methods. Criteria for exclusion was predetermined.

Experiments were successfully repeated as stated in the relevant figure legends.

This study did not include experiments for which randomization was applicable.

This study did not include experiments for which blinding was applicable.

Anti-ZIKV NS4B (GeneTex, Cat# GTX133311, Lot# 42508); anti-Calnexin Alexa Fluor 647 (Thermo Fisher, Cat#MA3-027, Clone

AF18, Lot# UE286770); anti-TGN46 Alexa Fluor 647 (Novus Biologicals, Cat# NBP1-49643, Lot# A-082619-AF647); anti-Ceramide

(Sigma Aldrich, Cat# C8104, Clone MID 15B4, Lot# SLBM6077V); rabbit anti-Flavivirus E (Novus Biologicals, Cat# NBP2-52666,

Clone D1-4G2-4-15 (4G2), Lot# T1904A15); mouse anti-Flavivirus E (Novus Biologicals, Cat# NBP2-52709, Clone D1-4G2-4-15

(4G2)); anti-!-Actin HRP (Cell Signaling, Cat# 5125, Clone 13E5, Lot# 6); anti-Mouse Alexa Fluor 555 (Thermo Fisher, Cat#

A21422; Lot# 1480471); anti-Rabbit Alexa Fluor 555 (Thermo Fisher, Cat# A21428; Lot# 1937183); anti-Rabbit Alexa Fluor 488

(Cat# A11034; Lot# 1971418); anti-Mouse HRP (Cell Signaling, Cat# 7076, Lot# 32).

All antibodies were validated by their respective manufacturers for the applications used in this manuscript.




