Vicilin 47k [Pisum sativum] CBK38922.1
MH+ (mono): 1.008 MH+ (avg): 1.008 Tolerance (Da): 0.700 Number of Peaks: 1012
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S1 Fig. Mass spectrometry identification data of the P. sativum Vicilin (47 kDa). Amino
acid sequence of Vicilin is shown. Peptides identified by mass spectrometry are indicated in red.
Signal peptide is shown in green.



