Exogenous abscisic acid induces the lipid and flavonoid metabolism of tea

plants under drought stress
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Supplemental Figure S1. GO enrichment analysis of DEGs. (A) GO enrichment analysis of DEGs in AT/MD. (B) GO

enrichment analysis of DEGs in SD/MD. (C) GO enrichment analysis of DEGs in AT/SD. The figure was carried outusing

R software (version3.2.4, USA).



