Scaffold length Name ot proviral Proviral/IVSPER

Scaffold (nt) ] q
/IVSPER length (nt)

Position in scaffold Direct repeats Genes present in viral sequence

scaffold28498 4159 Hd45.1 NA 1-4214 (partial) no repeat found at extremities U1_Hd45.1, U2_Hd45.1
scaffold29771 25145 IVSP_U37 1839 16848-18686 not applicable single CDS: U37
scaffold29771 25145 Hd46 4109 19344-23452 Hd46_DRJ1R/L, Hd46_DRJ2R/L Vank_Hd46
scaffold128213 363895 Hd23.1 4457 208205-212661 Hd23.1_DRJ1R/L Rep1_Hd23.1
scaffold128213 363895 Hd23.2 3362 248624-251985 Hd23.2_DRJ1R/L Rep1_Hd23.2

scaffold128215 912714 Hd9 17892 526917-544808 Hd9_DRJ1R/int/L, Hd9_DRJ2R/L U1.1_Hd9, U2_Hd9, U6.1_Hd9, U3.1_Hd9, U4.1_Hd9, U5.1_Hd9, U1.2_Hd9, U6.2_Hd9, U3.2_Hd9, U4.2_Hd9, U5.2_Hd9, U1.3_Hd9

AQT_URJITR/ING AQT_DRJIZR/ING 1IN

scaffold90 5

1092007 Hd1 NA 1-14771 (partial) U1_Hd1, U2_Hd1, U3_Hd1, U4_Hd1, U5_Hd1, U6_Hd1

scaffold128246 1305886 Hd49 5265 677866-683130 Hd49_DRJ1R/L Rep1_Hd49, Rep2_Hd49, Rep3_Hd49

scaffold144 1844462 Hd20 6864 1449468-1456331 Hd20_DRJ1R/L, Hd20_DRJ2R/L Cys1_Hd20, Cys2_Hd20

scaffold64 2416597 Hd14 5196 36336-41531 Hd14_DRJ1R/L Vinx1_Hd14, U1_Hd14

scaffold64 2416597 Hd32 7916 88702-96617 Hd32_DRJ1R/L, Hd32_DRJ2R/L Vinx1_Hd32, Vinx2_Hd32, U1.1_Hd32, U1.2_Hd32
scaffold64 2416597 Hd42 3157 2320523-2323679 Hd42_DRJ1R/L Rep1_Hd42

scaffoldé4 2416597 Hd21 4368 2353107-2357474 Hd21_DRJ1R/L Rep1_Hd21, Vinx1_Hd21

scaffold161 2602850 Hd25 4174 2449400-2453573 Hd25_DRJ1R/L PRRP1_Hd25, PRRP2_Hd25, PRRP3_Hd25

scaffold59 2934223 Hd12 5902 674917-680818 Hd12_DRJ1R/L U1_Hd12, Rep1_Hd12, U2_Hd12, Rep2_Hd12

scaffold59 2934223 Hd16 7704 690205-697908 Hd16_DRJ1R/L, Hd16_DRJ2R/L Rep1_Hd16, Rep2_Hd16, Rep3_Hd16, U1_Hd16, U2_Hd16

scaffold59 2934223 Hd11 9190 2183512-2192701 Hd11_DRJ1R/L, Hd11_DRJ2R/L U1_Hd11, Rep1_Hd11, Vank1_Hd11, Vank1p_Hd11, Vank2_Hd11, Vank3_Hd11, Vank4_Hd11, Vank5_Hd11
scaffold59 2934223 Hd10 6507 2500377-2506883 Hd10_DRJ1R/int/L, Hd10_DRJ2R/L  Rep1_Hd10, Rep2_Hd10, Rep3_Hd10

scaffold119 3623981 Hd22 4178 698427-702604 Hd22_DRJ1R/L Rep1_Hd22, U1_Hd22

scaffold357 4004213 Hd50 5787 2218373-2224159 Hd50_DRJ1R/L Vinx1_Hd50, Vinx2_Hd50

scaffold351 5773413 Hd18 4696 2681961-2686656 Hd18_DRJ1R/L N1_Hd18
scaffold351 5773413 Hd17 7730 2329273-2337002 Hd17_DRJ1R/L, Hd17_DRJ2R/L Rep1_Hd17, Rep2_Hd17, Rep3_Hd17, Rep4_Hd17, Rep5_Hd17




scaffold128241 6033897 Hd13 5757 402487-408243 Hd13_DRJ1R/L Cys1_Hd13, Cys2_Hd13

scaffold184 7628668 Hd45.2 2051 3564791-3566841 no repeat found at extremities U1_Hd45.2
scaffold184 7628668 Hd41 7953 3768924-3776876 Hd41_DRJ1RI/L, Hd41_DRJ2R/L U1_Hd41, U2_Hd41, U3_Hd41

scaffold127548 15678958 Hd6 10461 5808388-5818848 Hd6_DRJ1R/int/L, Hd6_DRJ2R/L U1.1_Hd6, P30_Hd6, Rep1_Hd6, U1.2_Hd6

scaffold127548 15678958 Hd2 13937 5940296-5954232 Hd2_DRJ1R/int/L, Hd2_DRJ2R/L GlyPro1_Hd2, U1_Hd2, U2_Hd2, GlyPro2_Hd2, SerThr1_Hd2

scaffold127548 15678958 Hd7 8066 6062921-6070986 Hd7_DRJ1R/L U1_Hd7

scaffold127548 15678958 Hd_IVSPER-4 15811 6832835-6848646 not applicable U29, U30, U31, U32, U33, U34

scaffold127548 15678958 Hd_IVSPER-3 25432 10761570-10787001 not applicable U15, IVSP3-2, U16, U17, U18, p12-1, U19, IVSP4-2, U20, U21, U22, U23, U28, p53-1, U24, N-2
scaffold127548 15678958 Hd_IVSPER-5 1629 10860001-10861630 not applicable U35, U36

scaffold127548 15678958 Hd47 4503 12134587-12139089 Hd47_DRJ1R/L Rep1_Hd47, Rep2_Hd47

scaffold127548 15678958 Hd5 13713 12941247-12954959 Hd5_DRJ1R/int-1/int-2/L Vinx1_Hd5, Vinx2_Hd5, U1_Hd5, Vinx3_Hd5, Vinx4_Hd5, Vinx5_Hd5, Vinx6_Hd5
scaffold127548 15678958 Hd27 4002 13338255-13342256 Hd27_DRJ1R/L U1_Hd27, K19_Hd27

scaffold_8748 2287 rep gene NA not applicable not applicable rep gene 2

scaffold_8362 5297 CsX5, partial >5297 1-5297 no repeat searched rep1_CsX5, rep2_CsX5

scaffold 4391 18751 GsL 024 807948102 GSLDRURL gsOL
scaffold_5218 32996 CsP 12113 15720-27832 CsP_DRJ1R/L vank4_CsP, vank3_CsP, vank2_CsP, vank1_CsP

scaffold 5934 46742 CX1  A7835 1939136725 CoX1DRUIRMMUN@L  vankiCsXt,unxi CsX1, rep1_CsX1,vank2 CsX1, vankd CsX1, vankd_CsX1,vnx2 CsX1, rep2 CoXt, vanks Csxi
scaffold_128 152063 Csl2 9042 110016-119057 Csl2_DRJ1R/L vank1_Csl2, rep_Csl2, vank2_Csl2, vank3_Csl2

scaffold 35 21778 CX8 9999 f6MeT-A74465  COGORMRL  HPICO@osCR@HPZCXE
scaffold_5890 247009 CsZ 15871 134147-150017 CsZ_DRJ1R/L rep1_CsZ, rep2_CsZ, rep3_CsZ, rep4_CsZ, rep5_CsZ, rep6_CsZ, rep7_CsZ

scaffold 110 266287 Csx2 10806 248068256873 CsX2 DRUIRL,CSX2 DRUZRL  vanki Cox2,vank? CsX2 vankd Cox2,vanks Cox2rep Cx2
scaffold_50 323180 Cs_IVSPER-3 8610 218627-227236 not applicable IVSP4L-2, U4L, p53L-3, U5L, IVSP2L-2, CsN-3

scaffold_50 323180 CsQ 12543 290527-303069 CsQ_DRJ1R/int/L rep1_CsQ, vinx1_CsQ, vinx2_CsQ, rep2_CsQ, rep3_CsQ, rep4_CsQ

scaffold_60 424299 CsX3, partial >7876 304794-312669 no repeat found at extremities rep1_CsX3, rep2_CsX3, rep3_CsX3, rep4_CsX3

scaffold_6070 495171 CsO1 12746 168701-181446 no repeat found at extremities 4rep_CsO1, 3rep_CsO1

scaffold_49 562263 CsB 6626 22030-28655 CsB_DRJ1R/L rep_CsB

scaffold_28 729583 CsC 7350 25280-32629 no repeat found at extremities overlap Cs_IVSPER-2

scaffold_28 729583 CsW 15807 614005-629811 CsW_DRJ1R/int1/int2/L cys1_CsW, cys2_CsW, rep1_CsW, cys3_CsW, rep2_CsW, rep3_CsW

scaffold_28 729583 Cs_IVSPER-2 33269 7310-40578 not applicable BSZZLLZ u6L, U7L, IVSP1L-2, IVSP3L, U31L-2, U8L, UIL, U16L, U10L, U11L, U12L, U13L, p12L-2, U3L, IVSP2L-1, U26L, CsN-2,

scaffold_57 1098263 Cs_IVSPER-4 9937 383305-393241 not applicable U30L, U34L, IVSP4L-3

scaffold_149 1226226 CsU 15338 374074-389411 CsU_DRJ1R/L cys1_CsU, cys2_CsU, cys3_CsU, cys4_CsU, cys5_CsU

scaffold_17 1497664 CsE 7990 1330025-1338014 CsE_DRJ1R/L rep1_CsE, rep2_CsE, rep3_CsE



scaffold_23

scaffold_38

scaffold_10

scaffold_13

1817383

2232507

3211285

6115246

CsM

CsH

CsD

CsX4, partial

12197

9050

8168

>9181

1422227-1434423

1398066-1407115

961052-969219

1407384-1416564

CsM_DRJ1R/L

CsH_DRJ1R/L

CsD_DRJ1R/L

no repeat found at extremities

N_CsM

5rep_CsH

vnx_CsD

rep1_CsX4, rep2_CsX4, rep3_CsX4



