A

Distance
10 20 30 40

FIGURE S3

D370Y/WT or WT/WT

i SRBC (i.p.)

0

FACS
8d

0

D

LY

0

D370Y/WT or WT/WT
SRBC (i.p.)

B

PC2 (14.3%)

FC
8d

Principal Component Analysis

WT/WT GCB .
D370Y/WT GCB

-60 -40 -20 0 20

PC1(20.8%)

From GCB (B220+FAS+GL7+):

TBL1IXR1WTWT

TBL1XR1 D370Y/WT

S1PR1+
54

A =y

2s0x

S1PR1+ 1
106

200¢ W

150 o

100 o

SSC-A

sox o

200 ¥

1sox o

S1PR1+ (% GCB cells)

o

G TBL1XR1-D370Y GCB UPREGULATED

S1PR1-APC

TBL1XR1-D370Y GCB

v

DOWNREGULATED

@ 2 NES=257 ]

g e FDR<0.001 o e "N -
96’ NES=-1.39
8 ol FDR=0.0228
e © o
I3 o
£ 1
£ </

s 3
5 <]
Lu (T T T 1

N[N €7 | up in prems ©7 | upinprems

+ | < 1

©l|©

2E o

SICISY o

& 9 1

2 5 DOWNinPreWs | < | DOWN in PreMB

1 5000 10000 15000 1 5000 10000 15000
Ranked ortholog gene list Ranked ortholog gene list
|  D370Y/WT or WT/WT
SRBC (ip) FC FC
0 4 15d

From GCB (B220+gD-FAS+GL7+):

DAY4  TBLAXR1WTWT  TBL1XR1P70YMWT
A ol EphrinB1+ EphrinB1+ 2
54.7 56.2 2
o o 38
< 8
Ry 3
2 2
wn 100« o ‘t
soc o Q
i
0 w
EFNB1 - APC "
DAY 15  TBLIXRIW™WT  TBL1XR1P370YWT n.s.
L EphrinB1+ EphrinB1+ | —~ 100 r 1
88.9 86.5 2 o
e 8 8o E ?—
< 8
Y 3 60
? 2
o0 | oo ¥ 40
so o [s]
£ 20
o — w
o w? o' a0 1 0
EFNB1 - APC "
D370Y/WT or WT/WT
NP-OVA (i.p.) FC
| —— |
0 12d
From GCB (B220+IgD-FAS+GL7+):
TBLAXRIWTWT  TBL1XR1DP370YWT % n.s.
Ao o EphrinB1+ EphrinB1+ | I
75.7 7 2 *
2006 W 8 %
< 2 60
S (O]
17} X
O | oo 5
} by 30
sox 2
e
. w
105 o

EFNB1 - APC

40

C From sorted GCB (B220+FAS+GLT7+):
Bcl2 Gpr183 Stprt Ccr Cd38 or
*%k *%
s 5 . . 4- X 3+ 757 Lae 31
z-
5 4 3 3 %
6 % % g 2 5.0 24
o O 34
o
2 2 24 24
%2 21 1{egs 2.5 1
c o b th -
sedx  1EOT - —
G - - N R D370Y/WT
E F
KOIKO or WT/WT
SRBC (i.p.) EC
é, 0 od From sorted GCB
(B220+FAS+GL7+):
From GCB (B220+FAS+GL7+):
*
TBL1XRIW™WT TBL1XR1KO/KO ° 251
A o “‘éf‘f‘ c:;;:;. - (g; g 204
E K sa
- 4 $3 151
< | o 8 5:2 o
8 oo R z 2 101 in
» & Eg
sox o 5 & 0.54
S 2= WT/WT
. o 0 KO/KO
CCRS6 - BV421 "
H

TBL1XR1-D370Y GCB UPREGULATED

TBL1XR1-D370Y GCB DOWNREGULATED

& 2 o~
@ e NES=2.01 ST
o ©f FDR<0.001
g © Py
8 < °
5 < « | NES=-0.086
E o 34 FDR=0.444
S o] !
i o it
[ R I LUl T Ll
Zle 21 |upin Prem 21 1up in Prems
NN
SR w o
EIE
O o o
LLN
S
2w DOWN in PreMB P DOWN in PreMB
1I 5600 10‘000 1f;000 20600 23‘352 1I 5600 10‘000 15‘000 20600 23‘352
Ranked gene list Ranked gene list
From EFNB1+ GCB:
TBLAXR1W™WT  TBL1XR1P370YWT *
25
PreMB n
4.89 m
w E 1
% ] 20
> m
o) Q 15
oM G]
°
® T
I52) o
8 3 s
T | =
T 0
>
CXCR4 - PE
TBLIXR1WIWT  TBL1XR1P370YWT
Ams PreMB 20 *%
s ] F 44 ©
3. 8 15
% u' ~ 8 e
o < 940
e 2
2| o
o =5
© o {-
o o
W00 w0d 0wt a0 w0 0w 0
CXCR4 - PE e
From EFNB1+ GCB:
TBLAXR1WTWT  TBL1XR1P370YWT «
“m5 PreMB PreMB 6 w
o 1 33 7.2 ’é‘)‘
3. 8
> 1 n m 4
=) o
m 0]
ql-) w0° 2
? 0 2{s
al- =
© o
o a
W0 6 P . 6w 0

CXCR4 - PE



