Oka et al Fig. S1
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Fig. S1. Dose response curves for parental and cisplatin-resistant U20S cells.
The cell viability assay was performed. The IC50 value for cisplatin was calculated from the curves
constructed by plotting cellular viability versus drug concentration. Data are presented as the mean + SD (n=6)

from three independent experiments. *p < 0.05; **p < 0.01.
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Fig. S2. Distinct gene expression signatures of parental and cisplatin-resistant U2OS cell lines.

(A) Heat map and clustering analysis of RNA sequence data from two parental and cisplatin U20S cell lines.
The data were analyzed by TCC software.(Sun et al., 2013) (B) Enriched upregulated gene sets in cisplatin
U20S cell lines obtained by GSEA.
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