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Supplementary figure S1. (A) Sequence alignment of human and mouse CD155 with 

structural beta-strands indicated in the first Ig domain.  Non-conserved residues are 

highlighted in red. (B)12 patch mutation sites on mouse CD155 according to the 

corresponding residues of human CD155 were spread on different secondary structures of 

the first Ig domain.  
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Supplementary figure S2. Surface expressions of wild type and mutant CD155 (red) by 

flow cytometry on transfected 293T cells.  Isotype control is shown in gray. 

 

 

 


