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Adprhl1 morpholinos - Position, sequence and activity in embryos
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D Effect of morpholinos on
embryo development

(injection at 1-cell stage)
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Heart defect 1 - inert ventricle
Heart defect 2 - (beating) ventricle malformations
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Adprhl1-e2i2MO

Bl 49.56%
I 2.64%
B 1.47%
B 46.33%

(32 ng, n=341)

I
(16 ng, n=130)

Expts=3+1 Total embryos=341

Adprhl1-ATGMO1(S1a)

Bl 3.36%
[ 3.36%
I 88.24%

(32 ng, n=238)

(I = 1.68%
(16 ng, n=82) |mm 3.36%
Expts=3+1 Total embryos=238

Adprhl1-ATGMO1(S1b)

- [ 88.72%
(32 ng, n=399) = 5.01%
— B 551%

(16 ng, n=75)
Expts=4+1 Total embryos=399

Adprhl1-ATGMO1(L1)

_ = 1.29%
(32 ng, n=155) = 78.71%
] L= 2000%

(16 ng, n=62)
Expts=2+1 Total embryos=155

Adprhl1-ATGMO2(L2)

Il 63.98%
I 3.76%
I 3.76%
B 28.49%

(32 ng, n=186)

[
(16 ng, n=160)

Expts=2+2 Total embryos=186

Adprhl1-ATGMO3(S,L3)

B 2.50%
E 2.50%
I 5.00%
B 90.00%

(32 ng, n=40)

[
(16 ng, n=158)

Expts=1+2 Total embryos=40

Adprhl1-ATGMO4(S+L)

Bl 1.90%
B 7.62%
B 4.76%
B 85.71%

(32 ng, n=105)

(I
(16 ng, n=152)

Expts=2+1 Total embryos=105

Adprhl1-ATGMO5(S+L)

El 2.59%
I 6.90%
B 6.03%
I 84.48%

[
(16 ng, n=134)

Expts=2+1 Total embryos=116

Adprhl1-ATGMOB(S6)

12.96%
62.96%
2.12%
2.12%
19.84%

Expts=3+4 Total embryos=378

(16 ng, n=327)| mm

Adprhl1-ATGMOB(L6)

_ B 91.95%
(16 ng, n=149) = 8.05%

Expts=2

Total embryos=149

Adprhl1-ATGMO6Mis

_ B 1.09%
(32 ng, n=184) B 98.91%

I
(16 ng, n=229)

Expts=1+3 Total embryos=184

Non-injected control

Bl 0.36%
I 0.95%
J 0.12%
B 1.54%
Il 97.03%

Total embryos=1684
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