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Mammalian Adprhl1 transcript alignments don’t predict exon 3-4 RNA-skipping
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Human ADPRHL1 - GRCh38/hg38 (introns drawn at half scale) 
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X. laevis adprhl1.S - JGI 9.2 jbrowse sourceC
NM_001093322.1, NP_001086791.1, also rna29777
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