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Pjv1_G00026452 1 -----MAFL-NGSQYFLSILLFCLLTFKNSGGDAHDYKDALAKSILFFEGQRSGKLPSMQRMDWRGDSALSDG--AKAGV
Pjv1_G00028828 1 ----------------------------------------------------------------------------MLQV
Pjv1_G00028626 1 -----MAFLKNGSQYYLFILLFCLP-FIIRGGDEYNYKEALTKSILFFEGQRSGELPPNQRLNWRADSALYDG--NEAGV
AT1G22880 1 ----------MASPFFFVFLLSALS-LENTY-ASPNYREALSKSLLFFQGQRSGRLPSDQQLSWRSSSGLSDG--SSAHV
AT1G71380 1 ----------MTSLFFFVLLFSSLL-ISNGD-ANPNYKEALSKSLLFFQGQRSGPLPRGQQISWRASSGLSDG--SAAHV
Pjv1_G00028629 1 MAFLKLSPHFLHLTFFLLFSLTFLSNFTNVH-ASQNYRDALAKSILFFQGQRSGRLPP-QDITWRANSGLSDG--HPAGV
Pjv1_G00026451 1 MAFLNG-----STSFLILFSFTFLCNLRNVQSADHNYKEALTKSIIFLQGQRSGKLPSTQQITWRGDSALSDGEKAGAGV

Pjv1_G00026452 73 DLTGGYYDAGDNVKFNFPMAFTTTMLSWSVIEFGGKLVKTGQLKSAREAVKWGTDYLLKCASKVRSDNKLFVGVANPTLD
Pjv1_G00028828 5 DLTGGYYNVGDNVKFNFPMAFTMTVLSWSVIEYVGQMAKTGQPKSAQEAIRWGTGYLLKCASQVKSRKKLFVGVGDPNRD
Pjv1_G00028626 73 DLTGGYYDSGDNVKFNFPMAFTMTTLSWSVIEFG-SLMERGDLDSAREAIKWGTDYLLKCASQVESHNKLYSGVGDPNKD
AT1G22880 67 DLTGGYYDAGDNVKFNFPMAFTTTMLSWSSLEYGKKMGP--ELQNSRVAIRWATDYLLKCARATPG--KLYVGVGDPNGD
AT1G71380 67 DLTGGYYDAGDNVKFNLPMAFTTTMLSWSALEYGKRMGP--ELENARVNIRWATDYLLKCARATPG--KLYVGVGDPNVD
Pjv1_G00028629 77 DLTGGYYDAGDNVKFNFPMAYTTTMLSWGAIEYGKRLGP--QLQSTRAAIRWGTDYLLKCARATPG--KLYVGVGDPNRD
Pjv1_G00026451 76 NLTGGYYDAGDNVKFNFPMAYTTTMLSWGVIEYGKRLGA--ELQHAREAIRWGTDYLLKCALETPG--KLYVGVANPNLD

Pjv1_G00026452 153 HNCWERPEDMDTDRSVYSVTA---GSDVAGETAAALAAASIVFRKANSSYSKLLRNTANDVMQFAINNKGAYSDQLGGNV
Pjv1_G00028828 85 HQCWERLEDMDTDRSVFSVTA---GSDMAGETAAALAAASIDFKRAELTYSKLLRKTADVVMRFAINNKWAYSDQLRNNV
Pjv1_G00028626 152 HSCWERPEDMDTPRTVYRVTA---GSDLAGEIAAALAAASIVFRKANHRYSEQLRNTAEVVMQFATNNQVSY-----GSV
AT1G22880 143 HKCWERPEDMDTPRTVYSVSPSNPGSDVAAETAAALAASSMVFRKVDPKYSRLLLATAKKVMQFAIQYRGAYSNSLSSSV
AT1G71380 143 HKCWERPEDMDTPRTVYSVSASNPGSDVAAETAAALAAASMVFRKVDSKYSRLLLATAKDVMQFAIQYQGAYSDSLSSSV
Pjv1_G00028629 153 HACWERPEDMDTDRSVYSVSASNPGSDVAAETAAALAAASIVFRRVDPNYSKLLLNTAKNVMQFAISYRGAYSDSLGPYV
Pjv1_G00026451 152 HQCWERPEDMDTDRSVFSVSPSNPGSDVAAETAAALAAASIVFRKVDPRYSKLLRNTAKDVMQFAIDHRGAYSDSLAPYV

Pjv1_G00026452 230 CPFYCSYSGFKDELLWGAAWLYKATGSPVYRNYITSYGENDDVDIFSWDNKFAGANVLLAKEYLVGNNRTFQKFNEKAET
Pjv1_G00028828 162 CPFYCSCLEFKDELLWGEVGLYKATRLPFYRNYITSYGDNDDADILSLDSKFAGANVLLAREYLVGKDRTFEKFSGRAET
Pjv1_G00028626 224 DGFYQSYSGFEDELLWGAAWLYKATNKTSYRNYITSYGCTDDVDTFGWDSKFPGAYVVLAREYLVGKDENFEKFKEKAET
AT1G22880 223 CPFYCSYSGYKDELLWGAAWLHRATNDPYYTNFIKSLGGGDQPDIFSWDNKYAGAYVLLSRRAVLNKDNNFELYKQAAEN
AT1G71380 223 CPFYCSYSGYKDELMWGASWLLRATNNPYYANFIKSLGGGDQPDIFSWDNKYAGAYVLLSRRALLNKDSNFEQYKQAAEN
Pjv1_G00028629 233 CPYYCSYSGYKDELLWGAAWLFRATNLVYYLNFIGSLGANDGTDIFSWDNKYAGARVLLSRRNLVDNDPTFQSFRQQAED
Pjv1_G00026451 232 CPFYCSYSGYKDELFWGAAWLFRATNSVYYYDFIRTLGANDDANIFSWDNKFAGARVLLSR-----------QFSQQAEN

Pjv1_G00026452 310 FMCKILRG--SPSLSIQYTQGGLIH--RLHDSTLQYTTSMTFLITVYAKYLANRNAPKHSFNCNGRGFNSTNLRVQAKAQ
Pjv1_G00028828 242 FMCKILRN--SPSLSIQYTPGDLIH--RLHDNTLQYTTSMTFLITTYAKYIASRNAPKHNFGCRVRVFN-----------
Pjv1_G00028626 304 FMCKILRD--SPSLSIQFTGGGMMYNKNLPDSPLQYVTSLSFLITTYAKYLANRHSPTHKIDCEGHAFNPKKLRNQAKAQ
AT1G22880 303 FMCKILPN--SPSSSTKYTKGGLMY--KLPQSNLQYVTSITFLLTTYAKYMK---STKQTFNCGNSLIVPNALINLSKRQ
AT1G71380 303 FICKILPD--SPSSSTQYTQGGLMY--KLPQSNLQYVTSITFLLTTYAKYMK---ATKHTFNCGSSVIVPNALISLSKRQ
Pjv1_G00028629 313 FMCRILPNSYSRSSSTQYTPGGLMY--KMDASNLQYVTSITFLMTTYSKYMA---TTKHTFNCGNLPITSNILRTLAKKQ
Pjv1_G00026451 301 FMCKVLPNS-PYLSDTQYTKGGLMY--KLDGSNLQYVTAITFLFTTYAKYLANRNSPKHSFTCGGQIYTASYLRVVAKSQ

Pjv1_G00026452 386 VDYILGTNRMKMSYMVGYGPKYPMRVHHRGASLP----LGKKISCGDGF-TYLHTPNPNPNILTGAIVGGPDENDFYKDN
Pjv1_G00028828 307 -------------------PTYS---------------------------------------------------------
Pjv1_G00028626 382 VDYILGTNPMKTSYMVDYGPIFPERVHHRAASSPSVRAHPQHIACGVGFGLYLHTYNPNPNTLTGAIVGGPDWNDVYLDD
AT1G22880 376 VDYVLGVNPMKMSYMVGFSSNFPKRIHHRGSSLPSRAVRSNSLGCNGGF-QSFRTQNPNPNILTGAIVGGPNQNDEYPDQ
AT1G71380 376 VDYILGDNPIKMSYMVGFSSNFPKRIHHRASSLPSHALRSQSLGCNGGF-QSFYTQNPNPNILTGAIVGGPNQNDGYPDQ
Pjv1_G00028629 388 VDYILGDNPMKMSYMVGYGQSFPKRIHHRGSSLPSRNVSPQSFGCDGGK-QFFYSPNPNPNTLTGAIVGGPNHNDFFADE
Pjv1_G00026451 378 VDYILGDNPMKMSYMVDYTKNFPKRIHHRGSSVPSIIDHPKKITCGEGF-SYLQTSSANPNILTGAIVGGPDRNDRYADD

Pjv1_G00026452 461 RDEYSQSEPATYINAPLVGTLAYFAAKQK-
Pjv1_G00028828 ------------------------------
Pjv1_G00028626 462 RSSYSQSEPATYINAPLVGILAYFAGKKQ-
AT1G22880 455 RDDYTRSEPATYINAAFVGPLAYFAASRSP
AT1G71380 455 RDDYSHAEPATYINAAFVGPLAYFAAGRST
Pjv1_G00028629 467 RTDYSHSEPATYINAAIVGPLAYFAGVN--
Pjv1_G00026451 457 RNNFGQSEPTTYINAAIVGPLAYLAAKQ--

Fig. S3.
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