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Supplementary Fig. 2: Phylogenetic trees of the GH9B gene family for Arabidopsis, P. japonicum, S. asiatica, E. guttata,
and S. hermonthica. a Phylogeny of Glycosyl hydrolase 9B genes of E. guttata (yellow), P. japonicum (red), S. asiatica
(indigo), and Arabidopsis reconstructed using deduced amino acid sequences. Genes with less than three genes contained in
each clade were given light backgrounds. b, ¢ Phylogeny of GHYB3 (b) and GH9BS (c) clades of S. hermonthica (blue), S.

asiatica (indigo), and Arabidopsis.
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Supplementary Fig. 3: Expression levels of other genes for Glycosyl hydrolase 9B family in Orobanchaceae. a Expression
patterns of other genes of S. hermonthica belonging to the GHIB3 clade. b Expression patterns of other GH9B genes
belonging to clades other than GHIB3 in S. hermonthica and P. japonicum. Sh, S. hermonthica; Pj, P. japonicum.
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Supplementary Fig. 4: Alignment analysis of amino acid sequences for genes of the GHIB3 clade in Arabidopsis and P.
Japonicum. Amino acid sequence alignments were performed on genes of Arabidopsis and P. japonicum GHI9B3 clade using
clustal2.1 software. The amino acid residues highlighted in tangerine and magenta indicate a catalytic domain and O-
glycosylation sites, respectively. Red line indicates the secretory signal peptides.
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Supplementary Fig. 5: Model of parasitism by P. japonicum. Upon detection of host plant roots, P. japonicum generates
haustoria where cells are proliferated through cell division (colored in blue shade). PJGH9B3 is induced at the periphery of
the haustorium (colored in magenta) to facilitate tissue adhesion when in contact with the host plant root (stage I). In
magnified illustration, the interface between cells of P. japonicum and host plant is marked in blue and especially thin cell
wall region through cell wall modification is marked in dark blue. Subsequently, a xylem bridge (colored in brown) is formed
between P. japonicum and the host plant root (stages II-1II). Arrows indicate decreased cell wall thickness at the interface
between parasitic and host tissues. Pj, P. japonicum. Xy, Xylem.
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