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Supplementary Figure 9
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Number of nodes = 82 Number of nodes = 48
Number of edges = 165 Number of edges = 258
Edges/nodes ratio = 2.01 Edges/nodes ratio = 5.37
Clustering coefficient = 0.122 Clustering coefficient = 0.305
Average number of neighbors= 4.024 Average number of neighbors= 10.75

Node Fill Color Mapping

Node Size Mapping

i . _

<
8

1.00 1625
hborhood: ivity -

700 9

Pyo K-H, et al. J Immunother Cancer 2020; 8:e000970. doi: 10.1136/jitc-2020-000970



