
Supplementary figures follow:



Figure S1 

Figure S1c The incorporation of 13C6 Lysine into tendon fibres 
𝑝𝑒𝑟 𝑑𝑎𝑦 (mean ±𝑆𝐷). Mice were fed 13C6 Lysine for 28 days (n=3).

Figure S1a Graphs showing the measured glucose levels in 
C57Bl/6 mice (mean ±𝑆𝐷) after fasting for 6 hours in 
different age groups (n=5-12) immediately after culling.

Figure S1b Graphs showing the measured cardiac glucose 
levels in non-fasting C57Bl/6 mice in different age groups 
(n=6) immediately after culling (mean ±𝑆𝐷).

0 10 20 30 40 50 60 70 80 90 100
0

5

10

15

20

25

30

Age (weeks)

G
lu

c
o

s
e
 c

o
n

c
e
n

tr
a
ti

o
n

 /
 m

M

Cardiac glucose

Tail vein glucose

9 106

0

10

20

30

40

Age (weeks)

G
lu

c
o

s
e
 c

o
n

c
e
n

tr
a
ti

o
n

 (
m

M
)

33 63 88
0.00

0.01

0.02

0.03

0.04

0.05

0.06

Age / (weeks)

In
c

o
rp

o
ra

ti
o

n
 o

f 
1

3
C

  
%



Figure S2 

Figure S5  Overlay of traces in figure 2 and 4a (main text) and expansion. The steeper lines to the 
left show increased stiffness.
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S1 11wk tendon daughters Frg CV55
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Reduced HHMD literature structure
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S4 D red HHMD Frag
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Figure S7a 

Proton NMR spectrum of Lys-Hx



Figure S7b 

CPD carbon NMR spectrum of Lys-Hx



Figure S7c 

DEPT135 NMR spectrum of Lys-Hx



Figure S7d 

1H COSY NMR spectrum of Lys-Hx



Figure S7e 

HSQC NMR spectrum of Lys-Hx



HMBC NMR spectrum of Lys-Hx

Figure S7f 



Endogenous Lys-Hx

Endogenous Hly-Hx

Synthetic Lys-Hx

Fragmentation spectra of endogenous Lys-Hx from skin collagen and synthetic Lys-Hx

Figure S8 

Lys-Hex
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Figure S9 

Proton NMR spectrum of benzyl-1-((benzyloxy)carbonyl)-5-(3,4,5-trihydroxy-2-
(hydroxymethyl)piperidin-1-yl)pentyl carbamate 



Figure S10a 

Proton NMR spectrum of 2-amino-6-(3,4,5-trihydroxy-2-(hydroxymethyl)piperidin-1-
yl)hexanoic acid triethylamine salt (Lys-cHx)



Figure S10b 

DQF COSY NMR spectrum of 2-amino-6-(3,4,5-trihydroxy-2-(hydroxymethyl)piperidin-1-
yl)hexanoic acid triethylamine salt (Lys-cHx)



Figure S10c 

TOCSY NMR spectrum of 2-amino-6-(3,4,5-trihydroxy-2-(hydroxymethyl)piperidin-1-
yl)hexanoic acid triethylamine salt (Lys-cHx)



Figure S10d 

Carbon NMR spectrum of 2-amino-6-(3,4,5-trihydroxy-2-(hydroxymethyl)piperidin-1-
yl)hexanoic acid triethylamine salt (Lys-cHx)



Figure S10e 

HSQC NMR spectrum of 2-amino-6-(3,4,5-trihydroxy-2-(hydroxymethyl)piperidin-1-
yl)hexanoic acid triethylamine salt (Lys-cHx)


