Supplementary figures follow:
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Figure S1c The incorporation of 13C, Lysine into tendon fibres
per day (mean £5D). Mice were fed 13C, Lysine for 28 days (n=3).



Figure S2
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Figure S5 Overlay of traces in figure 2 and 4a (main text) and expansion. The steeper lines to the

left show increased stiffness.
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Figure S3

Reduction of tendon sample in PBS vs reduction in TES/Tris buffer
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Figure S4 Fragmentation of NaBH, reduced HHMD signal
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Figure S5

Reduction of HHMD with NaBHé and NaBDé
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Figure S6

Fragmentation of NaBD, reduced HHMD signal
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Figure S7a
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Figure S7b
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Figure S7c
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Figure S7d
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Figure S7e
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Figure S7f
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Figure S8
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Figure S9
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Figure S10a
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Figure S10b
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abraham500-in02-64 ata\Izabella NMR

__JJMAJWAJ

ata\babraham-nmr-2

0181115-Archi

ven

F1 [ppm]

T T

HSQC th dept 13
ng oisson gap non-uniiform sampling at 25%
hsqc-ed-nus.dch D2 \\ nmrservice 5%
—_—
—— ~m— -
— i —
— « —
—_ il
. T T T LN N B B T 7T 3
4.0 3.5 3.0 25

HSQC NMR spectrum of 2-amino-6-(3,4,5-trihydroxy-2-(hydroxymethyl)piperidin-1-

yl)hexanoic acid triethylamine salt (Lys-cHx)

1. 0 F2 [ppm]

20

40

60

80



