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Upregulated by Asn+Gln but not Asn or Gln

HSP90B1  GDF15  ZFP36L1  NDRG1  SLC20A1  SLC2A1  PHLDA1  GPRC5A  LIMA1  BHLHE40  

MCL1  DUSP1   PPP1R15   CSNK1E  SAT1  HERPUD1  TNFSF9  TGFB1  HMGCS1 ACSL4  TM4S1  

FDFT1  LIF JUND  PPP1R15B  DNAJB1  RABGAP1L  UBC  BTG1  HIST1H1C   JUNB  GABA   RAPL1  

ADM COLEC10 F3    HSPA5   DDIT3    KLF6    

Downregulated by Asn+Gln but not Asn or Gln

MT-ND2  TAGLN  NDST1  EIF3A  MDM2  FUS  MAT2A  SFPQ  MICALL1  NPLOC4  ABCA3  

HNRNPM  SPRR2A  SUPT16H SMARCC1  NOP56  CAD  MEGF8  ANKRD52  CBX6  SLC35A4  

TAF15  SCRIB  SH3BP5L  MAPKAP1  STARD7  C15orf52  SETD7  IFI16  RCAN1  OBSCN  CUL3  MT-

ND1 CSK   EIF5    

Downregulated by Asn and Gln but not Asn+Gln WARS   PSAT1  PPP1R15A   ARHGEF2   ASNS  HIST1H2AC   STC2   UPP1    G0S2

Upregulated by Asn and Gln but not Asn+Gln  SAA2  STAT1  PDZK1IP1  FSTL1  GSN  ANXA4  TMEM2  DHCR24  IDH2  HAVCR1  SAA1

Table S1
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