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intron    exon

0.00000

0.00025

0.00050

0.00075

0.00100

0.00125

−500 −250 0 250 500
position

no
rm

al
iz

ed
 c

ou
nt

antisense sense antisense sense

RBM6−YRCGCUCCUNGCY

intron    exon

0e+00

3e−04

6e−04

9e−04

−500 −250 0 250 500
position

no
rm

al
iz

ed
 c

ou
nt

antisense sense antisense sense

RBM6−YRYGCUCGUGCYN

intron    exon

0.0000

0.0005

0.0010

0.0015

−500 −250 0 250 500
position

no
rm

al
iz

ed
 c

ou
nt

antisense sense antisense sense

RBMS1−SGUGCAUAAKGCN

intron    exon

0.0000

0.0005

0.0010

0.0015

0.0020

−500 −250 0 250 500
position

no
rm

al
iz

ed
 c

ou
nt

antisense sense antisense sense

RBMS2−NUGCAUAAUGN

intron    exon

0.0000

0.0005

0.0010

0.0015

0.0020

−500 −250 0 250 500
position

no
rm

al
iz

ed
 c

ou
nt

antisense sense antisense sense

RBMS3−NUGCAUAAUGN

intron    exon

0.0000

0.0005

0.0010

0.0015

−500 −250 0 250 500
position

no
rm

al
iz

ed
 c

ou
nt

antisense sense antisense sense

RBMS3−SAUGYAURAKKUG

4 

ACCEPTOR

21



intron    exon

0.0000

0.0005

0.0010

0.0015

−500 −250 0 250 500
position

no
rm

al
iz

ed
 c

ou
nt

antisense sense antisense sense

RBMY1E−NGCUUCGNGCN

intron    exon

0.0000

0.0005

0.0010

0.0015

−500 −250 0 250 500
position

no
rm

al
iz

ed
 c

ou
nt

antisense sense antisense sense

RBMY1E−NAGCUUNGUGCUN

intron    exon

0.000

0.001

0.002

0.003

0.004

0.005

−500 −250 0 250 500
position

no
rm

al
iz

ed
 c

ou
nt

antisense sense antisense sense

RBMY1F−NGCCCUCAAGGYN

intron    exon

0.000

0.001

0.002

0.003

0.004

−500 −250 0 250 500
position

no
rm

al
iz

ed
 c

ou
nt

antisense sense antisense sense

RBMY1F−GCGCAAGAGC

intron    exon

0.000

0.001

0.002

0.003

0.004

−500 −250 0 250 500
position

no
rm

al
iz

ed
 c

ou
nt

antisense sense antisense sense

RBMY1J−NGCCCUCAAGGYN

intron    exon

0.0000

0.0005

0.0010

0.0015

−500 −250 0 250 500
position

no
rm

al
iz

ed
 c

ou
nt

antisense sense antisense sense

RBMY1J−GCGCAAGAGC

5 

ACCEPTOR

22



intron    exon

0e+00

2e−04

4e−04

6e−04

−500 −250 0 250 500
position

no
rm

al
iz

ed
 c

ou
nt

antisense sense antisense sense

RBMY1J−NGCGUCGUGGCN

intron    exon

0.0000

0.0005

0.0010

0.0015

−500 −250 0 250 500
position

no
rm

al
iz

ed
 c

ou
nt

antisense sense antisense sense

RBMY1J−UGAAUUCGUCN

intron    exon

0.000

0.002

0.004

0.006

0.008

−500 −250 0 250 500
position

no
rm

al
iz

ed
 c

ou
nt

antisense sense antisense sense

RC3H1_2−YRCGUUUUAGKR

intron    exon

0.0000

0.0025

0.0050

0.0075

0.0100

−500 −250 0 250 500
position

no
rm

al
iz

ed
 c

ou
nt

antisense sense antisense sense

RC3H2−CURCGUUUUAGKAG

intron    exon

0.00000

0.00025

0.00050

0.00075

0.00100

0.00125

−500 −250 0 250 500
position

no
rm

al
iz

ed
 c

ou
nt

antisense sense antisense sense

RC3H2−CUCGUAUCGAG

intron    exon

0.0000

0.0005

0.0010

0.0015

0.0020

−500 −250 0 250 500
position

no
rm

al
iz

ed
 c

ou
nt

antisense sense antisense sense

RC3H2−CCUCUNUGAGG

6 

ACCEPTOR

23
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exon    intron
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exon    intron
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exon    intron
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