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In the training cohort, we adopted an NPC-specific database from the well-established big-data intelligence platform, and identified 7,108
patients with histologically proven, non-disseminated NPC, diagnosed between Apr 2009 and Oct 2014. In this study, we identified eligible
patients from the extracted cohort. In the external validation cohort, we included we included 627 patients from Wuzhou Red Cross Hospital.
Thus, a total of 7,043 patients were included in this study. To ensure that the sample size is sufficient in the study, we hypothesized the
differences in mean delay in detection ranging from 0.1 to 1 month (step size, 0.1) with standard deviation ranging from 1 to 5 (step size, 1).
With a 2-sided !=0.05, the sample size of our study resulted in power ranging from 89.3% to 100%, which is all larger than 80% and thus
indicates that the sample size in the study is sufficient.

The data exclusion criteria were pre-established before the study analyses. A total of 691 patients were excluded for the following reasons:
insufficient information including smoke, alcohol, family history, EBV DNA, hemoglobin (HGB), albumin (ALB), C-Reactive protein (CRP), lactate
dehydrogenase (LDH) (n= 593), fewer than 90 days of follow-up (n=66), development of metastatic disease within 30 days of radiotherapy
(n=33).

Analysis progress is detailed in the Methods section in the article. And the code utilized during the analysis and associated instructions with a
demo are provided in the Supplementary Software file to guarantee the reproducibility of the experimental findings. All attempts at
replication were successful.

The allocation is not randomized. To control for potential confounding covariates, we used the random survival forest.

Blinding was not relevant for our study as there was no pre-defined groupings.




